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The genomic data presented here are based on South African
SAR& 02 sequence data downloaded from GISAID
(www.qisaid.org on 11 August at 18h00

Data licensehttps://www.qisaid.org/reqgistration/termsof-use/

Elbe, S., and Buckland-Mer rett, G. (2017) Data, disease and dipl omacy:
contribution to global health. Global Challenges, 1:33-46. DOI: 10.1002/gch2.1018 PMCID: 31565258

Shu, Y., McCauley, J. (2017) GISAID: Global initiative on sharing all influenza data i from vision to
reality. EuroSurveillance, 22(13) DOI: 10.2807/1560-7917.ES.2017.22.13.30494 PMCID: PMC5388101

Case data is based on collection date. Case hibns://www.nicd.ac.za/diseasea-z-index/diseasandexcovid-19/surveillancereports/weeklyepidemiologicabrief/



http://www.gisaid.org/
https://www.gisaid.org/registration/terms-of-use/
https://www.nicd.ac.za/diseases-a-z-index/disease-index-covid-19/surveillance-reports/weekly-epidemiological-brief/

Variants of Concern (VOC)

Pango Nextstrain Additionalamino acid | Earliest documented : :
WHOlabel lineages GISAID clag clade changesnonitored* samples Date of designatior
Alpha +S:484K United Kingdom,
B.1.1.7 GRY 201 (V1) +S4E0R Sep2020 18-Dec2020
B.1.351 : :
Beta 513512 GHI501YVZ 20H (V2) +SiLisk Sﬁﬂ”;h ZAJ;'ga’ 18-Dec2020
B.1.351. ¥
P.1
Gamma P.1.1 - _ Brazil,
P12 GR/501YV3 20J (V3) +S:681H NOWV-2020 11-Janr2021
B.1.617.Z
Delta AY.1 +S:417N India, VOI: 4Apr-2021
AY.2 Gl478K.V1 21A Oct2020 VOC: 1May-2021

https://www.who.int/en/activities/tracking SARSC0\f2-variants/accessed 12 August 2021

*Notable spike (S9mino acid changasider monitoring, which are currentigported in a minority of sequenced samples


https://www.who.int/en/activities/tracking-SARS-CoV-2-variants/

Currently designated Variants of Interest (VOI)

WHOlabel Pango GISAID clad Nextstrain Earliest documented Date of

lineages clade samples designation
Eta | B.1.525 | G/484KV3| 21D Multiple countries, | ;7\ 5021
Dec2020

lota | B.1.526 | GH/253Gv1 21F | Jnited States of America , )\ 5459

Now-2020

21B India, 4-Apr-2021
Kappa |B.1.617.1 G/452RV3 Oct2020 P
Lambda C.37 | GR/452Q.V] 21G Peru, De€020

14-Jun2021

https://www.who.int/en/activities/tracking SARE 0\f2-variants/accessed 12 August 2021



https://www.who.int/en/activities/tracking-SARS-CoV-2-variants/

Number of South African genomes deposited on GISAID, by specimen collection week, 2020 and 2021
(N=14 020*, downloaded 11 August)

Total genomes: 14 020 Sequencing data ending epi
2020 genomes: 6 040 week 30 (ending 31 July 2021)
0" 2021 genomes: 7 980

(ending 14 August 2021)

| Currently in epi week 32 ||
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*This represents the cleaned, d@kriplicated dataset of unique sequences. This dataset will be used for all further figures.



GISAID genomes vs total cases, 2020 and 2021 (N=14 020)

Provincial breakdown of genomes deposited into GISAID Comparison of total cases versus sequencing per province
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All provinces, apart from GP, WC and KZN, have comparable percentage of overall cases and overall segeencesis
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South African genomes submitted per sequencing lab, 20:
and 2021 (N=14 020)

Submitting labs in South Africa
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Multiple labs from NGSSA are contributing to the sequencing effort.
Seqguencing efforts have increased with the third wave.




Distribution and number of clades in South Africa, 2021 (N=7 9¢§

Nextclade clades
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While Alpha, Delta and Eta variant frequency increased from the beginniniglay,
Deltacame to dominate by end June at >75% and in July at >85%

tNGS-SA

Network for Genomic
Surveillance in South Africa

Sequencing data ending
epi week 30 (ending 31
July 2021)

Currently in epi week 32
(ending 14 August 2021)



Prevalence of Variants of Concern (VOC) and Variants of Interest
(VOI) inMay, June and July 20&kequences, South Africa

- July (N = 1326
May (N = 1063) June (N = 2194) y( )

20H (Beta, V2) (n=392, 18%)

20H (Beta, V2)

201 (Alpha, V1) (n=60, 6%)

21B (Kappa) (n=1, 0%) 21A (Delta)
(n=1432, 65%)

(n=684, 64%) 201 (Alpha, V1) (n=79, 4%)

20H (Beta, V2 =31, 2%
21B (Kappa) (n=7, 0%) 21A (Delta) Aioha, V) {7 :

- 5 201 (Alpha, V1) (n=1, 0%)
unassigned (n=61, 6%) (n=1165, 88%)

unassighed (n=193, 9%) unassigned (n=103, 8%)
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Other (n=26, 2%)
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21A (Delta) (n=182, 17%)
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Beta variant dominated in May, while the Delta variant dominated in June and July in South Africa
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Genomes seqguenced from specimens collected in Magid-August 2021
(epiweeks18 ¢ 32) from KwaZultNatal, Gauteng, Western Cape Provinces
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Beta dominates in all provinces in May, however following its detection in week 18, Delta rapidly begins to dominate hred t
provinces by midJune
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Genomes seqguenced from specimens collected in Magid-August 2021
(epiweeksl18¢ 31) from Eastern Cape, Limpopo and Noiest Provinces
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Delta variant dominating in Eastern Cape, Limpopo and NeWest Provinces
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Genomes sequenced from specimens collected in Mayid-August 2021
(epiweeks18¢ 31) from Free State, Mpumalanga and Northern Cape Provin
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Recent data outstanding, specimens currently being sequenced to estimate the dominance of De



Gauteng Province, 2021, n = 2630
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= Cases

KwaZuluNatal Province, 2021, n = 1305
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Western Cape Province, 2021, n = 1166

WC (N=1166)
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Eastern Cape Province, 2021, n = 787
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Limpopo Province, 2021, n = 539
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Mpumalanga Province, 2021, n = 315

MP (N=315)
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= Cases

Northern Cape Province, 2021, n = 427

NC (N=427)
65 3500
60 A 58 58
v 55 — - 3000
£ 50 - it
S 45 - - 2500 n
530 2000 «
S 301 C
525 - 1500&
20 1 - 1000
£ 151 2
Z 10 - - 500
5 .
0 = 1 1 l l T 1 T 1 T T 1 1 1 1 1 T 1 T 1 1 0
1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16 17 18 19 20 21 22 23 24 25 26 27 28 29 30 31 32
Epiweek
NC (N=427)
100 — 3500
- 3000
3 80- n
S - 2500 3
c
g, 60 2000 «
5 -
g - 1000 §
v 20 A
e I I I - 500
0 I I I T T T T T T T T T T T T O
1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16 17 18 19 20 21 22 23 24 25 26 27 28 29 30 31 32
Epiweek
21A (Delta) WmEm 20H (Beta, v2) mmm 20! (Alpha, V1) unassigned ~ EEEE 20D (C.1.2) mmm 208 | 20A 21B (Kappa) mmm 20D  mmm 20C 198 21D (Eta) mmm 20D

ENGS-SA

Network for Genomic
3 Surveillance in South Africa



North West Province, 2021, n =417
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Free State Province, 2021, n = 313
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C.1.2 has now been detected in six provinces. The majority of samples have been detected in Gauteng (n=
followed by Limpopo (n=5) and Mpumalanga (n=5). :

Network for Genomic

% Surveillance in South Africa



