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The genomic data presented here are based on South African
SAR& 02 sequence data downloaded from GISAID
(www.qisaid.org on 25 August at 09h30

Data licensehttps://www.qisaid.org/reqgistration/termsof-use/
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Case data is based on collection date. Case hibns://www.nicd.ac.za/diseasea-z-index/diseasandexcovid-19/surveillancereports/weeklyepidemiologicabrief/
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Number of South African genomes deposited on GISAID, by specimen collection week, 2020 and 2021
(N=16 067*, downloaded 19 August)
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*This represents the cleaned, d@kriplicated dataset of unique sequences. This dataset will be used for all further figures.



GISAID genomes vs total cases, 2020 and 2021 (N=16 067)

Comparison of total cases versus sequencing per province

Provincial breakdown of genomes deposited into GISAID
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Distribution and number of clades in South Africa, 2021 (N= 10 027)
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While Alpha, Delta and Eta variant frequency increased from the beginning of May, ;
Deltarapidly cameto dominatethe third wave of infections at >75% , >85% and >90% in June, July and August respectively &




Prevalence of Variants of Concern (VOC) and Variants of Interest
(VOI) inMay ¢ August 2021sequences, South Africa
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Beta variant dominated in May, while the Delta variant dominated Jane, July and August South Africa




Genomes seqguenced from specimens collected in Magid-August 2021
(epiweeks18 ¢ 34) from KwaZultNatal, Gauteng, Western Cape Provinces
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Number of genomes

Percent of genomes

Genomes seqguenced from specimens collected in Magid-August 2021
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Genomes sequenced from specimens collected in Mayid-August 2021
(epiweeks18 ¢ 34)from Free State, Mpumalanga and Northern Cape Provin
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Gauteng Province, 2021, n = 3051
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KwaZuluNatal Province, 2021, n = 1533
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Western Cape Province, 2021, n = 1681
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Eastern Cape Province, 2021, n = 1131
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Limpopo Province, 2021, n = 691
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Mpumalanga Province, 2021, n = 433
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Northern Cape Province, 2021, n =570
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North West Province, 2021, n = 541
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Free State Province, 2021, n = 314




