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Bar graphs represent genomes sequenced per epiweek, line represents cases by collection date (weeks 18 ς34)
Genomes and cases presented as provincial total (percentage of national total)

Gauteng 
Genomes Cases

2 188 (33.6%)473 333 (42.8%)

8 16 112 12 6 9

2 69 1 1 7

Genomes deposited in the last week

Limpopo
Genomes Cases

681 (10.5%) 54 268 (4.9%)
Genomes deposited in the last week

11 2

GENOMIC  SURVEILLANC E

IN THE  THIRD  WAVE

Mpumal anga
Genomes Cases

236 (3.6%) 61 829 (5.6%)
Genomes deposited in the last week

40 14 61

1

KwaZul u-Nata l
Genomes Cases

663 (10.2%) 117 297 (10.6%)
Genomes deposited in the last week

8 44 4 1

Western Ca pe
Genomes Cases

1 215 (18.7%)179 384 (16.2%)
Genomes deposited in the last week

4 9 240 1 1

Norther n Cape
Genomes Cases

122 (1.9%) 36 142 (3.3%)
Genomes deposited in the last week

3

North West
Genomes Cases

512 (7.9%) 71 826 (6.5%)
Genomes deposited in the last week

Delta (21A)
Beta (20H, V2)
Alpha (20I, V1)

Kappa (21B)

20C

M.1 (20C)
20D

20A

Eta (21D)
C.1.2 (20D)

20B Unassigned

Cases

Easter n Cape
Genomes Cases

749 (11.5%) 58 775 (5.3%)
Genomes deposited in the last week

1 24 68 3 5 27

epiweeks 18  - 34

44

Free State
Genomes Cases

145 (2.2%) 52 384 (4.7%)
Genomes deposited in the last week
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Epidemiological week2020 2021

Total genomes: 16 067
2020 genomes: 6 040
2021 genomes: 10 027

30

Sequencing data ending epi 
week 33 (ending 21 August 
2021)

Currently in epi week 34 
(ending 28 August 2021)

*This represents the cleaned, de-duplicated dataset of unique sequences. This dataset will be used for all further figures.

Number of South African genomes deposited on GISAID, by specimen collection week, 2020 and 2021
(N=16 067*, downloaded 19 August)



GISAID genomes vs total cases, 2020 and 2021 (N=16 067)

All provinces, apart from GP, KZN and WC have comparable percentage of overall cases and overall sequenced genomes



While Alpha, Delta and Eta variant frequency increased from the beginning of May, 
Delta rapidly came to dominate the third wave of infections at >75% , >85% and >90% in June, July and August respectively

Sequencing data 
ending epi week 33 
(ending 21 August 
2021)

Currently in epi 
week 33 (ending 28 
August 2021)

Distribution and number of clades in South Africa, 2021 (N= 10 027) 



Prevalence of Variants of Concern (VOC) and Variants of Interest 
(VOI) in May ςAugust 2021 sequences, South Africa

Beta variant dominated in May, while the Delta variant dominated in June, July and August in South Africa

Delta (21A)
(n=1810, 67%)

June(N = 2720)

Delta (21A)
(n=2095, 89%)

July(N = 2363)
Delta (21A, V2)
(n=310, 97%)August(N = 319)

May (N = 1132)
Beta (20H, V2)
(n=737, 65%)



Genomes sequenced from specimens collected in May ςmid-August 2021 
(epiweeks18 ς34) from KwaZulu-Natal, Gauteng, Western Cape Provinces

While Beta dominated in all provinces in May, following its detection in week 18, Delta rapidly begins to dominate in all three 
provinces by mid-June



Genomes sequenced from specimens collected in May ςmid-August 2021 
(epiweeks18 ς34) from Eastern Cape, Limpopo and North-West Provinces

Delta variant dominating in Eastern Cape, Limpopo and North-West Provinces



Genomes sequenced from specimens collected in May ςmid-August 2021 
(epiweeks18 ς34) from Free State, Mpumalanga and Northern Cape Provinces

Recent data outstanding, specimens currently being sequenced to estimate the dominance of Delta



Gauteng Province, 2021, n = 3051



KwaZulu-Natal Province, 2021, n = 1533



Western Cape Province, 2021, n = 1681



Eastern Cape Province, 2021, n = 1131



Limpopo Province, 2021, n = 691



Mpumalanga Province, 2021, n = 433



Northern Cape Province, 2021, n = 570



North West Province, 2021, n = 541



Free State Province, 2021, n = 314


