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The genomic data presented here are based on South African
SAR& 02 sequence data downloaded from GISAID
(www.qisaid.org on 17 September at 08h58

Data licensehttps://www.qisaid.org/reqgistration/termsof-use/

Elbe, S., and Buckland-Mer rett, G. (2017) Data, disease and dipl omacy:
contribution to global health. Global Challenges, 1:33-46. DOI: 10.1002/gch2.1018 PMCID: 31565258

Shu, Y., McCauley, J. (2017) GISAID: Global initiative on sharing all influenza data i from vision to
reality. EuroSurveillance, 22(13) DOI: 10.2807/1560-7917.ES.2017.22.13.30494 PMCID: PMC5388101

Case data is based on collection date. Case hibns://www.nicd.ac.za/diseasea-z-index/diseasandexcovid-19/surveillancereports/weeklyepidemiologicabrief/



http://www.gisaid.org/
https://www.gisaid.org/registration/terms-of-use/
https://www.nicd.ac.za/diseases-a-z-index/disease-index-covid-19/surveillance-reports/weekly-epidemiological-brief/

Number of South African genomes deposited on GISAID, by specimen collection week, 2020 andg021
(N=18 449%)
900 - Total genomes: 18 449 Sequencing data ending epi
2020 genomes: 6 077 week 36 (ending 11 September
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*This represents the cleaned, dkiplicated dataset of unique sequences. This dataset will be used for all further figures.




GISAID genomes vs total cases, 2020 and 2021 (N=18 449)

Provincial breakdown of genomes deposited into GISAID Comparison of total cases versus sequencing per province
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All provinces, apart from GP, KZN, and WC, have comparable percentage of overall cases and overall sequenced ger
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Distribution and number of clades in South Africa, 2021 (N= 12 140)
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epiweeks in 2021

Delta came to dominate by end June at >65% , in July at >85% and in August at >90%
C.1.2 present at <3% frequency since March

Sequencing data
ending epi week 36
(ending 11
September 2021)

Currently in epi
week 37 (ending 18
September 2021)
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Prevalence of Variants of Concern (VOC) and Variants of Interest (VOI)

In May ¢ early September 202%equences, South Africa
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Beta variant dominated in May, while the Delta variant dominated in JuAagust in South Africa """""""""" § NGS-SA
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Genomes seguenced from specimens collected in May to#udjust 2021

(epiweeks18 ¢ 37) from KwaZultNatal, Gauteng, Western Cape Provinces
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Beta dominates in all provinces in May, however following its detection in week 18, Delta rapidly begins to dominate hred t
provinces by midJune and continues to dominate in July and August
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Genomes seguenced from specimens collected in May toAudjust 2021
niweeks18 ¢ 37) from Eastern Cape, Limpopo and Noeitfest Provinces
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Delta variant dominating in Eastern Cape, Limpopo and Néest Provinces
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Genomes sequenced from specimens collected in May to#umyust 2021
(epiweeks18¢ 37) from Free State, Mpumalanga and Northern Cape Provin
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Gauteng Province, 2021, n = 3514
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KwaZuluNatal Province, 2021, n = 1830

KZN (N=1830)
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Western Cape Province, 2021, n = 2475
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Eastern Cape Province, 2021, n = 1210
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= cases

Limpopo Province, 2021, n = 764

Number of genomes

Percent of genomes
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Mpumalanga Province, 2021, n = 483
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Northern Cape Province, 2021, n =675
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North West Province, 2021, n = 696
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Free State Province, 2021, n = 643
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C.1.2 (n=150 in SA) in M@August 2021 bgpiweek niceimoesa

C.1.2 has now been detected in all provinces. The majority of samples have been detected in Gauteng (n= 5?535355 N GS-S A
followed by Limpopo (n=19) and the Northern Cape (n=15). .
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