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Total genomes: 20 952
2020 genomes: 6 083
2021 genomes: 14 869
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Sequencing data ending epi 
week 39 (ending 2 October 
2021)

Currently in epi week 41 
(ending 16 October 2021)

*This represents the cleaned, de-duplicated dataset of unique sequences. This dataset will be used for all further figures.

Number of South African genomes deposited on GISAID, by specimen collection week, 2020 and 2021
(N=20 952*)



GISAID genomes vs total cases, 2020 and 2021 (N=20 952)

All provinces, apart from GP, KZN, and WC, have comparable percentage of overall cases and overall sequenced genomes



Delta came to dominate by end June at >65% , in July at >85% and in August and September at >90%
C.1.2 present at <4% frequency since March

Sequencing data 
ending epi week 39 
(ending 2 October 
2021)

Currently in epi 
week 41 (ending 16 
October 2021)

Distribution and number of clades in South Africa, 2021 (N= 14 869) 
Delta has recently 
been split into 
three clades (21A, 
21I, 21J). We are 
in the process of 
updating the 
classification of all 
Delta samples 
submitted to date.



Prevalence of Variants of Concern (VOC) and Variants of Interest (VOI) 
in May and June 2021 sequences, South Africa

Beta variant dominated in May, but the Delta variant started to dominate in June

Beta (20H, V2)
(n=779, 66%)

May (N=1186)

Delta (21A)
(n=1974, 65%)

June (N=3016)



Prevalence of Variants of Concern (VOC) and Variants of Interest (VOI) 
in July ςSeptember 2021 sequences, South Africa

The Delta variant dominated in July and August in South Africa, and appears to still dominate in early September.

Delta (21A)
(n=3536, 89%)

July (N=3963)

Delta (21A)
(n=2039, 95%)

August (N=2323)

Delta (21A)
(n=669, 76%)

September (N=875)



Genomes sequenced from specimens collected in May to mid-September 2021 
(epiweeks18 ς41) from Eastern Cape, Free State and Gauteng Provinces

Delta dominates the third wave in Eastern Cape, Free State and Gauteng provinces



Genomes sequenced from specimens collected in May to mid-September 2021 
(epiweeks18 ς41) from KwaZulu-Natal, Limpopo and Mpumalanga Provinces

Delta variant dominates the third wave in KwaZulu-Natal, Limpopo and Mpumalanga Provinces



Genomes sequenced from specimens collected in May to mid-September 2021 
(epiweeks18 ς41) from Northern Cape, North West, and Western Cape Provinces

Delta dominates the third wave in Northern Cape, North West, and Western Cape provinces



Eastern Cape Province, 2021, n = 1447



Free State Province, 2021, n = 836



Gauteng Province, 2021, n = 4012



KwaZulu-Natal Province, 2021, n = 1987



Limpopo Province, 2021, n = 904



Mpumalanga Province, 2021, n = 731



Northern Cape Province, 2021, n = 885


