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The genomic data presented here are based on South African
SAR& 02 sequence data downloaded from GISAID
(www.gisaid.org on 15 October at 17h20

Data licensehttps://www.qisaid.org/reqgistration/termsof-use/

Elbe, S., and Buckland-Mer rett, G. (2017) Data, disease and dipl omacy:
contribution to global health. Global Challenges, 1:33-46. DOI: 10.1002/gch2.1018 PMCID: 31565258

Shu, Y., McCauley, J. (2017) GISAID: Global initiative on sharing all influenza data i from vision to
reality. EuroSurveillance, 22(13) DOI: 10.2807/1560-7917.ES.2017.22.13.30494 PMCID: PMC5388101

Case data is based specimen collectiodate. Cases fromttps://www.nicd.ac.za/diseases-z-index/diseaseandexcovid-19/surveillancereports/weekly
epidemiologicabrief/
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Number of South African genomes deposited on GISAID, by specimen collection week, 2020 an

(N=20 952%)
Total genomes: 20 952 Sequencing data ending epi
500 - 2020 genomes: 6 083 week 39 (ending 2 October
2021 genomes: 14 869 <A
Currently in epi week 41
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GISAID genomes vs total cases, 2020 and 2021 (N=20 952)

Provincial breakdown of genomes deposited into GISAID Comparison of total cases versus sequencing per province
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All provinces, apart from GP, KZN, and WC, have comparable percentage of overall cases and overall sequenced ger
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Distribution and number of clades in South Africa, 2021 (N= 14 869)
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epiweeks in 2021

Delta came to dominate by end June at >65% , in July at >85% and in August and September at >900 &

C.1.2 present at <4% frequency since March

Delta has recently
been split into
three clades (21A,
211, 21J). We are
in the process of
updating the
classification of all
Delta samples
submitted to date.

Sequencing data
ending epi week 39
(ending 2 October
2021)

Currently in epi
week 41 (ending 16
October 2021)
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Prevalence of Variants of Concern (VOC) and Variants of Interest (VOI)
In May and June 202%equences, South Africa

May (N=1186)

C.1.2 (20D) (n=4, 0.34%)

Beta (20H, V2)

(n:779, 66%) Alpha (20|, V].) (n=66_ 6@)

Kappa (21B) (n=1, 0.08%)

unassigned (n=75, 6%)

Eta (21D) (n=10, 1%)

: Other (n=55, 5%)
Delta (21)) (n=3, 0.25%)

Delta (211) (n=1, 0.08%) Delta (21A) (n=192, 16%)

BN Beta (20H, V2) B Alpha (201, V1) B Delta (21A) m Delta (211) e Delta (21))

Beta variant dominated in May, but the Delta variant started to dominate in June

m C.1.2 (20D) Kappa (21B)

June(N=3016)

Delta (211) (n=2, 0.07%)

Beta (20H, V2) (n=549, 18%)

C.1.2 (20D) (n=34, 1%)

Alpha (201, V1) (n=106, 4%)

Delta (21A
elta ( ) Kappa (21B) (n=11, 0.36%)

(n=1974, 65%

unassigned (n=242, 8%)

- Other (n=88, 3%)
Delta (21)) (n=10, 0.33%)

Eta (21D) Other unassigned
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Prevalence of Variants of Concern (VOC) and Variants of Interest (VOI)
In Julyc September 202kequences, South Africa
July(N=3963) SeptembenN=875)

Delta (211) (n=17, 2%)

Delta (21)) (h=129, 15%)
Delta (21)) (n=1, 0.03%)
Beta (20H, V2) (n=87, 2%)
Alpha (20l, V1) (n=9, 0.23%)
C.1.2 (20D) (n=114, 3%)
Kappa (21B) (n=2, 0.05%)

August(N=2323)
unassigned (n=191, 5%)

Other (n=23, 1%)

Delta (21A)

(n=3536, 899

Beta (20H, V2) (n=2, 0.23%)
C.1.2 (20D) (n=26, 3%)

unassigned (n=32, 4%)
Delta (21A)
Delta (211) (n=14, 1%) (=669, 76%)

Delta (21)) (n=156, 7%)

Beta (20H, V2) (n=8, 0.34%)

C.1.2 (20D) (n=48, 2%)
Alpha (201, V1) (n=1, 0.04%)
Delta (21A) unassigned (n=55, 2%)
Other (n=2, 0.09%)
(n=2039, 95%)

EEm Beta (204, V2) = Alpha (201, V1) B Delta (21A) o Delta (210) o Delta(21)) mmm C.1.2 (20D) Kappa (21B) Eta (21D) L Other

The Delta variant dominated in July and August in South Africa, and appears to still dominate in early Septe :
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Genomes seguenced from specimens collected in May to4®aptember 2021
(epiweeks18¢ 41) from Eastern Cape, Free State and Gauteng Province:

EC (N=1065) FS (N=667) GP (N=3144)
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Delta dominates the third wave in Eastern Cape, Free State and Gauteng provinces
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Genomes seguenced from specimens collected in May to4september 2021

(epiweeksl18¢ 41) from KwaZuleNatal, Limpopo and M

KZN (N=1117)
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Delta variant dominates the third wave in KwaZuMatal, Limpopo and Mpumalanga Provinc:
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Number of genomes

1

Percent of genomes

= (Cases

Delta dominates the third wave in Northern Cape, North West, and Western Cape provinc

Genomes sequenced from specimens collected in May to4®aptember 2021
(epiweeks18¢ 41) from Northern Cape, North West, and Western Cape Provinces
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Eastern Cape Province, 2021, n = 1447

EC (N=1447)
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Free State Province, 2021, n = 836

FS (N=836)
100 6000
" 90 A

a 80 i ~ 5000 "
§ 70 &
2 - 4000 ©
g 60 et
w50 - - 3000 O
> a0 g
_g 30 - - 2000 g
J =

2 20 L 1000

10 A
0 = T T T T - T T T T T T T 0
1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16 17 18 19 20 21 22 23 24 25 26 27 28 29 30 31 32 33 34 35 36 37 38 39 40 4
Epiweek
FS (N=836)

100 6000
g 80 1 - 5000 0
2 - 4000 ©
3 60 - -
o )
s - 3000 C
@
£ 40 1 2
] - 2000 £
g E

& 207 - 1000

0 = T T T T T T T T T T T O
1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16 17 18 19 20 21 22 23 24 25 26 27 28 29 30 31 32 33 34 35 36 37 38 39 40 41
Epiweek
— cases HEE C.1.2 (20D) B Delta (21A) i Delta (211) Delta (21)) I Beta (20H, V2) HEm Alpha (201, V1) Kappa (21B) Eta (21D) e 20A aa 20B I 20C Il 20D unassigned 19B

i NGS-SA

Network for Genomic
Surveillance in South Africa




Gauteng Province, 2021, n = 4012
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KwaZuluNatal Province, 2021, n = 1987

KZN (N=1987)
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Limpopo Province, 2021, n = 904
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Mpumalanga Province, 2021, n = 731
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Northern Cape Province, 2021, n = 885




