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Bar graphs represent genomes sequenced per epiweek, with lines representing cases by collection date (weeks 18 ς42)
Genomes and cases presented as provincial total (percentage of national total) for epiweeks18 ς42
PTP: percentage testing positive

Genomes Cases
PTP: 0.9%

3 355 (27.3%) 494 121 (37.0%)

Genomes deposited in the last week

Gauteng
Genomes Cases

PTP: 1.4%

1013 (7.6%) 58 158 (4.4%)

Genomes deposited in the last week

Limpopo

Genomes Cases
PTP: 2.3%

673 (5.5%) 73 355 (5.5%)

Genomes deposited in the last week

Mpumalanga

1

Genomes Cases
PTP: 1.8%

1 144 (93%) 178 359 (13.4%)

Genomes deposited in the last week

KwaZulu-Natal

Genomes Cases
2 808 (22.9%) 226 208 (17.0%)

Genomes deposited in the last week

Western Cape

Genomes Cases
460 (3.6%) 51 685 (3.9%)

Genomes deposited in the last week

Northern Cape PTP: 5.7%

PTP: 2.2%

Genomes Cases
PTP: 2.5%

983 (8.0%) 82 466 (6.2%)

Genomes deposited in the last week

North West

Delta (21A)

Delta (21I)
Delta (21J)Beta (20H, V2)

Alpha (20I, V1) Kappa (21B)

20C

20D

20A

Eta (21D)

C.1.2 (20D)
20B

Unassigned
Cases

Genomes Cases
1 092 (8.9%) 96 028 (7.2%)

Genomes deposited in the last week
3 142

Eastern Cape PTP: 1.7%
44

Genomes Cases
PTP: 3.8%

750 (6.1%) 73 452 (5.5%)

Genomes deposited in the last week

FreeState

GENOMIC SURVEILLANCE 
IN THE THIRD WAVE

154 4 4117

5043 12121

123 17115

77 47 55 6628 epiweeks 18 π 42

28 30 2111

273 3 2648
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Epidemiological week
2020 2021

Total genomes: 21 981
2020 genomes: 6 089
2021 genomes: 15 892

30

Sequencing data ending epi 
week 42 (ending 23 October 
2021)

Currently in epi week 43 
(ending 30 October 2021)

*This represents the cleaned, de-duplicated dataset of unique sequences. This dataset will be used for all further figures.

Number of South African genomes deposited on GISAID, by specimen collection week, 
2020 and 2021
(N=21 981*)

40



GISAID genomes vs total cases, 2020 and 2021 (N=21 981)

All provinces, apart from GP, KZN, and WC, have comparable percentage of overall cases and overall sequenced genomes



Delta came to dominate by end June at >65% , in July at >85% and in August and September at >90%
C.1.2 present at <4% frequency since March

Sequencing data 
ending epi week 42 
(ending 23 October 
2021)

Currently in epi 
week 43 (ending 30 
October 2021)

Distribution and number of clades in South Africa, 2021 (N= 15 892) 

Delta has recently 
been split into 
three clades (21A, 
21I, 21J).



Prevalence of Variants of Concern (VOC) and Variants of Interest (VOI) 
in August ςOctober 2021 sequences, South Africa

The Delta variant dominated August and September in South Africa, and appears to still dominate in October.

Delta (21J)
(n=1799, 68%)

August (N=2646)

Total Delta in Aug: 2497 (94%) Delta (21J)
(n=763, 67%)

September (N=1056)

Total Delta in Sep: 1045 (91%)

Delta (21J)
(n=66, 99%)

October (N=67)

Total Delta in Oct: 67 (100%)



Genomes sequenced from specimens collected in May to mid-September 2021 
(epiweeks18 ς43) from Eastern Cape, Free State and Gauteng Provinces

Delta dominates the third wave in Eastern Cape, Free State and Gauteng provinces



Genomes sequenced from specimens collected in May to mid-September 2021 
(epiweeks18 ς43) from KwaZulu-Natal, Limpopo and Mpumalanga Provinces

Delta variant dominates the third wave in KwaZulu-Natal, Limpopo and Mpumalanga Provinces



Genomes sequenced from specimens collected in May to mid-September 2021 
(epiweeks18 ς43) from Northern Cape, North West, and Western Cape Provinces

Delta dominates the third wave in Northern Cape, North West, and Western Cape provinces



Eastern Cape Province, 2021, n = 1476



Free State Province, 2021, n = 919



Gauteng Province, 2021, n = 4251



KwaZulu-Natal Province, 2021, n = 2014



Limpopo Province, 2021, n = 1033



Mpumalanga Province, 2021, n = 884



Northern Cape Province, 2021, n = 929



North West Province, 2021, n = 970



Western Cape Province, 2021, n = 3276


