NGS-SA Network for Genomic Surveillance in South Africa (NS

SARSCoV¢2 Sequencing Update
25 February 2022

UNIV PRETORIA (LP) UNIV WITWATERSRAND
& NHLS TAD “3}’ (WITS) & NHLS
NATIONAL INSTITUTE
FOR COMMUNICABLE
DISEASES (NICD) .
KRISP,UKZN
& IALCH NHLS A
— - 4
S
Y

STELLENBOSCH
UNIVERSITY & NHLS
IS :
s I\ N
N \
o AN N
\ N
AN AN
‘\ AN
~ N UNIV OF THE FREE
\ .|  STATE(UFS) & NHLS
UNIVERSITY OF CAPE
TOWN (UCT) & NHLS ! @
>
o UFS
Supported by the DSI and the SA MRC

; ; 1 . ~
QL# science & innovation R W i)
N NI
~Sie Depart v IYUNIVESITHI ll ‘F‘-L‘; MR‘
‘_@_: Szlz?xc:‘::d Innovation : 6 ; STELLENBOSCH r.’.\ W lTS !.;.‘
gy ) UNIVERSITY ‘ L /
; UFS

REPUBLIC OF SOUTH AFRICA UNIVERSITY \\'/ V

Prepared by the National Institute for Communicable Diseases (NICD) of the National Health Laboratory (NHLS) on beleifofitior Genomics Surveillance in South Africa (SG&H



The genomic data presented here are based on South African
SAR&0Vf2 sequence data downloaded from GISAID
(www.qisaid.org on 25 February 2022 at 11h11

Data licensehttps://www.qisaid.org/reqistration/termsof-use/

Elbe, S., and Buckland-Mer r et t, G. (2017) Data, disease and dipl omacy:
contribution to global health. Global Challenges, 1:33-46. DOI: 10.1002/gch2.1018 PMCID: 31565258

Shu, Y., McCauley, J. (2017) GISAID: Global initiative on sharing all influenza data i from vision to
reality. EuroSurveillance, 22(13) DOI: 10.2807/1560-7917.ES.2017.22.13.30494 PMCID: PMC5388101

Case data is based on specimen collection date. Casesftpay/www.nicd.ac.za/diseasea-z-index/diseasendexcovid-19/surveillancereports/weeklyepidemiologicabrief/
Test data gives weekly percentage testing positive rates, fribps://www.nicd.ac.za/diseasea-z-index/diseasendexcovid-19/surveillancereports/weeklytestingsummary/



http://www.gisaid.org/
https://www.gisaid.org/registration/terms-of-use/
https://www.nicd.ac.za/diseases-a-z-index/disease-index-covid-19/surveillance-reports/weekly-epidemiological-brief/
https://www.nicd.ac.za/diseases-a-z-index/disease-index-covid-19/surveillance-reports/weekly-testing-summary/
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743 genomes deposited in the past week
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Number of South African genomes deposited on GISAID, by specimen collection weekg 2022

(N=31 812%)
Sequencing data ending epi
week 6 (ending 12 February
2022)
1000 - Total genomes: 31 795
2020 genomes: 6 539 Currently in epi week 8 (ending
2 2021 genomes: 23 289 26 February 2022)
2 2022 genomes: 1 983
| ‘ || |||‘ ‘
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2020 0 >0 Epidemiological week 2021 NGS_Zg'26\2

*This represents the cleaned, dliplicated dataset of uniquiational and Pneumonia Surveillansequences. This dataset will be used for all further figures. Siancen S Arica



Number of genomes

GISAID genomes vs total cases, 2Q2022 (N=31 812)

Provincial breakdown of genomes deposited into GISAID
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All provinces, apart from GP, NC and WC, have comparable percentages of overall cases and ov ‘g NGS-SA

sequenced genomes.
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Percentage and number of clades bpiweekin South Africa, 20212022 (N=25 272)
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Delta dominated in South Africa until October at >80%. Omicron has dominated from November onwards.

Sequencing data
ending epi week 6
(ending 12
February 2022)

Currently in epi
week 8 (ending 26
February 2022)
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Prevalence of Variants of Concern (VOC) and Variants of Interest (VOI) ir

DecemberN=3589)
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, : Total Omicron in Feb: 59 (98.3%)
Total Omicron in Dec: 3560 (99.2%)
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(n=185, 10%)
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Total Omicron in Jan: 1907 (99.2%)

e Omicron (21K/BA.1) s Omicron (21L/BA.2) = C.1.2(20D) mmm Alpha (201, v1) === Delta (211) === Delta (21)) === Kappa (21B) == Eta(21D) === Other unassigned
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Omicron (21L/BA.2) (n=694, 36%)

Omicron dominated in December (99%, 3560/3589) and January (99%, 1907/1922), and continues to dominate in Februan &
(98%, 59/60) with subineage BA.2 increasing in prevalence. :
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Detection Rates: Beta, Delta, C.1.2 and Omicron

10%)etection rates of variants being monitored in South Africa*

25
ol o i | | I | & & N B Mk

1733 3589 1922 60

Percentage

Total sequences = 244 386 1134 409 634 810 951 1614 1534 5 1315 3242 4228 2952 1765

Month  May-20 Jun-20 Jul-20 Aug-20 Sep-20 Oct-20 Nov-20 Dec-20 Jan-21 Feb-21 Mar-21 Apr-21 May-21 Jun-21 Jul-21 Aug-21 Sep-21 Oct-21 Nov-21 Dec-21 Jan-22 Feb-22

B gt peta [ c.12 Omicron (21K/BA.1) omicron (21k/BA.1.1) [ Omicron 21/8A.2) [ Omicron (21M/BA.3)

*Bars represent percentage prevalence of variant for the month; total sequences collected for the month are given below

Omicron has been dominant since November (>80% in November, >99% in December and January). BA.2 increas,
frequency in January, making up 36% of genomes. BA.2 dominates in February (78%) but more sequencing daig
required to confirm its prevalence. pi
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South Africa, 2022022, n = 25188*
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Network for Genomic
Surveillance in South Africa

Weekly percentage testing positive key (line graph)
— <5 e §5-10 e 11-20 21-30 w31 - 40 = 4] - 50 e 51 -55

*Excludes sequences missing collection dates, as well as those collected Jararaahy2'® 2021 as they are part @piweek53 of 2020.



Eastern Cape Province, 202022, n = 2363

EC (N=2363)
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Free State Province, 2022022, n = 1314
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Gauteng Province, 2022022, n = 6732
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KwaZuluNatal Province, 2022022, n = 3220
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Limpopo Province, 2022022, n = 1675
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Mpumalanga Province, 2022022, n = 1691
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Northern Cape Province, 2022022, n = 1558
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North West Province, 2021, n = 1570
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Western Cape Province, 202022, n = 5063
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Summary

AVariant of Concern Omicron
ADetected in at least 153 countries and dominating globally

ASplit into different lineages based on different mutational profiles.
Predomlnant lineages currently BA.1 (21K), BA.1.1 (21K, BA.1+spike F
BA.2 (21L), BA.3 (21M). More lineages are being assigned but defining
mutations are not yet available.

ASouth Africa (detected in all provinces)

ADominated December, January and February sequencing data at >99% o
genomes

AWhile BA.1 was the predominant sliheage in December (85%) and Janua
(53%), the proportion of BA.2 increased from 5% in December and 36% 1
January to 78% Iin February

ALow frequency of previously circulating variants such as Delta still detected in re

data ; "
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Omicron sublineage spike mutation profiles
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Lineage definitions based dnitps://github.com/covlineages/pangealesignation/issues/367
Images fromhttps://covdb.stanford.edu/page/mutatiorviewer/




