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The genomic data presented here are based on South African
SAR& 02 sequence data downloaded from GISAID
(www.gisaid.orgjon 11 March 2022 at 10h24

Data licensehttps://www.qisaid.org/reqgistration/termsof-use/

Elbe, S., and Buckland-Mer r et t, G. (2017) Data, disease and dipl omacy:
contribution to global health. Global Challenges, 1:33-46. DOI: 10.1002/gch2.1018 PMCID: 31565258

Shu, Y., McCauley, J. (2017) GISAID: Global initiative on sharing all influenza data i from vision to
reality. EuroSurveillance, 22(13) DOI: 10.2807/1560-7917.ES.2017.22.13.30494 PMCID: PMC5388101

Case data is based on specimen collection date. Casesftpay/www.nicd.ac.za/diseasea-z-index/diseasandexcovid-19/surveillancereports/weeklyepidemiologicabrief/
Test data gives weekly percentage testing positive rates, fribps://www.nicd.ac.za/diseasea-z-index/diseasendexcovid-19/surveillancereports/weeklytestingsummary/



http://www.gisaid.org/
https://www.gisaid.org/registration/terms-of-use/
https://www.nicd.ac.za/diseases-a-z-index/disease-index-covid-19/surveillance-reports/weekly-epidemiological-brief/
https://www.nicd.ac.za/diseases-a-z-index/disease-index-covid-19/surveillance-reports/weekly-testing-summary/
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Number of South African genomes deposited on GISAID, by specimen collection weekg 2022

(N=33 588%)

Sequencing data ending epi
week 9 (ending 5 March 20

Total genomes: 3388 Currently in epi week 10
1000 2020 genomes: 6 542 (ending 12 March 2022)

Number of sequences

500 -

2020 30

2021 genomes: 24 079
2022 genomes: 2 967

20

Epldemlologlcal week 2021 30

*This represents the cleaned, dhiplicated dataset of uniquBational and Pneumonia Surveillansequences. This dataset will be used for all further figures.
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Number of genomes

GISAID genomes vs total cases, 2QZD22 (N=33 558)

Provincial breakdown of genomes deposited into GISAID Proportion of total cases versus proportion of total genomes
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Percentage and number of clades bpiweekin South Africa, 20212022 (N=27 046)
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Omicron (21M/BA.3)
Delta dominated in South Africa until October at >80%. Omicron has dominated from November onwards.




Detection Rates: Beta, Delta, C.1.2 and Omicron

Detection rates of variants being monitored in South Africa*
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Total sequences = 246 386 1134 409 634 810 951 1615 1534 607 881 643 1323 3311 4323 3080 1779 827 1744 4007 2503 459 4

Month May-20 Jun-20 Jul-20 Aug-20 Sep-20 Oct-20 Nov-20 Dec-20 Jan-21 Feb-21 Mar-21 Apr-21 May-21 Jun-21 Jul-21 Aug-21 Sep-21 Oct-21 Nov-21 Dec-21 Jan-22 Feb-22 Mar-22

B Beta peta [ c.12 Omicron (21K/BA.1) omicron (21k/BA.1.1) [ Omicron 21/8A.2) [ Omicron (21M/BA.3)

*Bars represent percentage prevalence of variant for the month; total sequences collected for the month are given below

Omicron has been dominant since November (>80% in Novem#8%in December, January and February).
BA.2 has increasenh frequency,making up41%o0f genomes in January and 83% in February.
BA.3 continues to be present at low levels.
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South Africa, 2022022, n = 26961*

South Africa (N=26961)
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*Excludes sequences missing collection dates, as well as those collected Jararaahy2'® 2021 as they are part @piweek53 of 2020.



Eastern Cape Province, 202022, n = 2516
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Free State Province, 2022022, n = 1354
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Gauteng Province, 2022022, n = 7147
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KwaZuluNatal Province, 2022022, n = 3245
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Limpopo Province, 2022022, n = 2046
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Mpumalanga Province, 2022022, n = 1816
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Northern Cape Province, 2022022, n = 1631
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North West Province, 2021, n=1722
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Western Cape Province, 202022, n = 5482
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Summary

AVariant of Concern Omicron
ADetected in at least 153 countries and dominating globally

ASplit into different lineages based on different mutational profiles. Predomina
lineages currently BA.1 (21K), BA.1.1 (21K, BA.1+spike R346K), BA.2 (21L),
(21M). More lineages are being assigned but defining mutations are not yet
avallable.

ASouth Africa (detected in all provinces)
ADominated December, January and February sequencing dag8&iof genomes

AWhile BA.1 was the predominant sliheage in December (85%) and January (49
the proportion of BA.2 increased from 5% in December and 41% in January to ¢
In February

ABA.3 continues to be detected at low levels

ALow frequency of previously circulating variants such as Delta and Beta still detected ir
recent data
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Omicron sublineage spike mutation profiles
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Lineage definitions based dnitps://github.com/covlineages/pangealesignation/issues/367
Images fromhttps://covdb.stanford.edu/page/mutatiorviewer/ VWY,



https://github.com/cov-lineages/pango-designation/issues/367
https://covdb.stanford.edu/page/mutation-viewer/

Omicron spike mutations compared to other VOC/VOIs

BA.1 - . ..
o IR I " Only I'|neagedef|_n|ng
BA3 - DFPF mutations are pictured
c12- here. Low prevalence
AEI‘::: . mutations can be seen
Alpha+E484K - - - on the following slide.
Gamma -
Delta . .
Kappa - Mutation impact key
Eta - Ve -
lota - ' . Unknown or unconfirmed impaci
Lambda - . .
Mu - | s N . Known/predicted immune escap

. Enhanced infectivity

A Multiple changes within the two immunogenic regions in S1 (NTD and RBD)
A including a three amino acid insertion

A Accumulation of mutations surrounding tlfierin cleavage site
A Including combination of N679K and P681H

A Effect of most spike S2 subunit changes have not been defined, but may be linked to .
Immune escape

E NGS-SA

0 Network for Genomic
‘-‘. Surveillance in South Africa




EXCR R TR X X .
w oo Network for Genomic
AL XX XXXXXR

PR, Surveillance in South Africa

Lty PAETORIS (L8]
& NHLE-TED ar

LNV WITAITERSA LMD
|WITE] & RS

’ MNATIDNAL IRETITUTE
FOR COMPALUKICARE
DVSEASES (NICD]
l'.-
WA, LN
B 4LCH RS
ETELLENBOSCH
UIVERSITY B HHIS
h,
[ uhiv oF T FaEe

" UNIVERSITY OF CaRE
TOWN (7] B: RHLS

ETATE |UFS| & MHLS

urs )

Supported by the DS and the SA MRC

UNIVERSITEIT
iYUNITVESITHI
STELLENBOSCH
UNIVERSITY

Ry

UNIVERSITEIT VAN PRETORIA
UNIVERSITY OF PRETORIA
YUNIBESITHI YA PRETORIA

UNIVERSITY OF CAPE TOWN

IYUNIVESITHI YASEKAPA - UNIVERSITEIT VAN KAAPSTAD

%

UNIVERSITY OF ™
1) KWAZULU-NATAL

INYUVESI
. YAKWAZULU-NATALI

[ o WCM|
ALY

EDCTP

This project (RIA2020EF

- 3030) is part of the

EDCTP2 programme

supported by the
European

Uni o



University of Stellenbosch
& NHLS Tygerberg Virology

N

Stellenbosch

Susan Engelbrecht
Wolfgang Preiser
Gert van Zyl

Tongai Maponga
Bronwyn Kleinhans
Shannon Wilson
Karabo Phadu

Tania Stander
Kamela Mahlakwane
Mathilda Claassen
Diagnostic laboratory staff

University of Cape Town, NHLS
& Western Cape Government

NHLS-UCT

Carolyn Williamson
Nei-yuan Hsiao
Diana Hardie
Kruger Marais
Stephen Korsman
Ziyaad Valley-Omar

&

WCG-UCT NHLS Greenpoint
Mary-Anne Davies  Annabel Enoch
Hannah Hussey

Andrew Boulle

Masudah Paleker

Theuns Jacobs

Erna Morden

8 MY GER... N

Deelan Doolabh
Arash Iranzadeh

EDCTPF

UCT, IDM and CIDRI-Africa
Robert Wilkinson m
Darren Martin

Lynn Tyers
Innocent Mudau
MNokuzola Mbhele
Fezokuhle Khumalo
Thabang Serakge
Bruna Galvio
Arghavan Alisoltani
(U. California)

Nicola Mulder X‘
Wendy Burgers MRC
Ntobeko Mtusi

Rageema Joseph . £AZE TOWN HYTH

Sean Wasserman
Linda Boloko b

T T
.@ REFUOLI OF SOUTH AFRICH,

UKZN-Inkosi Albert Luthuli
Central Hospital

{ UNIVERSITY OF ™
q-- KWAZULU-NATAL

228

. YAKWAZULU NATALI

Dr Khanyi Msomi Dr Neli Ngcaba

Dr Kerusha Govender Dr Tshepiso Mosito

Dr Pravi Moodley Mr Malcolm Ellapen

Dr Aabida Khan Mr Kubendran Reddy

Dr Lili Gounder The COVID-19 Bench team
Dr Kerri Francois

Dr Cherise Naicker

Dr Joedene Chetty

Carienvan Niekerk

University of KwaZulu-Natal & Africa
Health Research Institute

KRISP at UKZN:

Tulio de Oliveira
Richard Lessels
Houriiyah Tegally
Eduan Wilkinson
Jennifer Giandhari
Sureshnee Pillay
Emmanuel James San

AHRIC. AHRI

wwmn - Alex Sigal
Sandile Cele
Willem Hanekom

University of the
Free State

UFS

UFS

Dominique Goedhals
Armand Bester
Martin Myaga

Peter Mwangi
Emmanuel Ogunbayo
Milton Mogotsi
Makgotso Maotoana
Lutfiyya Mohamed

NHLS Division of Virology
Sabeehah Vawda

Felicity Burt

Thokozani Mkhize
Diagnostic laboratory staff

NGS-SA

Network for Genomic
3 Surveillance in South Africa



