ENGS-SA Network for Genomic Surveillance in South Africa (NGS

SARSCoV¢2 Sequencing Update
18 March 2022

UNIV PRETORIA (UP) UNIV WITWATERSRAND
& NHLS-TAD et (WITS) & NHLS
é
NATIONAL INSTITUTE

FOR COMMUNICABLE
DISEASES (NICD)

STELLENBOSCH
UNIVERSITY & NHLS

KRISP,UKZN
& IALCH NHLS A
" 4
2
v~ Y

UNIV OF THE FREE
STATE (UFS) & NHLS

\Y

UFS

UNIVERSITY OF CAPE
TOWN (UCT) & NHLS

Supported by the DSI and the SA MRC

; ; ' e \y/
QL# science & innovation i Y W i)
o b a
~Sie o o . IYUNIVESITHI ll { ] MRC
‘.@.: Szlz?xc:‘::d Innovation : 6 q STELLENBOSCH r."\ W lTS ,.‘:.‘
Wamz¥  REPUBLIC OF SOUTH AFRICA P UNIVEESIYY ‘ Ty e o
| UFS

UNIVERSITY \Y/ A

Prepared by the National Institute for Communicable Diseases (NICD) of the National Health Laboratory (NHLS) on beé\eifofktior Genomics Surveillance in South Africa (SG&S



The genomic data presented here are based on South African
SAR& 02 sequence data downloaded from GISAID
(www.gisaid.orgjon 18 March 2022 at 08h15

Data licensehttps://www.qisaid.org/reqgistration/termsof-use/
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Case data is based on specimen collection date. Casesftpay/www.nicd.ac.za/diseasea-z-index/diseasandexcovid-19/surveillancereports/weeklyepidemiologicabrief/
Test data gives weekly percentage testing positive rates, fribps://www.nicd.ac.za/diseasea-z-index/diseasendexcovid-19/surveillancereports/weeklytestingsummary/



http://www.gisaid.org/
https://www.gisaid.org/registration/terms-of-use/
https://www.nicd.ac.za/diseases-a-z-index/disease-index-covid-19/surveillance-reports/weekly-epidemiological-brief/
https://www.nicd.ac.za/diseases-a-z-index/disease-index-covid-19/surveillance-reports/weekly-testing-summary/
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Number of South African genomes deposited on GISAID, by specimen collection weekg 2022
(N=34 154%)

Sequencing data ending epi
Total genomes34 154 week 10 (ending 13 March
2020 genomes: 6 546 2022)
2021 genomes: 24 258

2022 genomes: 3 350 Currently in epi week 11
(ending 19 March 2022)
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*This represents the cleaned, dhiplicated dataset of uniquBational and Pneumonia Surveillansequences. This dataset will be used for all further figures.

0-

—
o
DO

Number of sequence




8500
8000
7500
7000
6500

[e)]
o
o
o

500

o

W A b OO O
o O,
o o O
o o O

500

Number of genomes

w
o
o
o

2500
2000
1500
1000

500

All provinces, apart from GP, LP, NC and WC, have comparable percentages of overall cases and ' :
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GISAID genomes vs total cases, 2QZD22 (N=34 154)

Provincial breakdown of genomes deposited into GISAID
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Collected before July 2021
Collected July 2021 (total 4332)
Collected Aug 2021 (total 3086)
Collected Sep 2021 (total 1781)
Collected Oct 2021 (total 827)
Collected Nov 2021 (total 1754)
Collected Dec 2021 (total 4122)
5578 Collected Jan 2022 (total 2583)

Collected Feb 2022 (total 757)

Collected Mar 2022 (total 9)
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Proportion of total cases versus proportion of total genomes
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Percentage and number of clades bpiweekin South Africa, 20212022 (N=27 608)
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Omicron (21K/BA.1) SequenCIng data
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Delta dominated in South Africa until October at >80%. Omicron has dominated from November onwards. Network for Genomic

: . Surveillance in South Africa



