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Case data is based on specimen collection date. Cases from https://www.nicd.ac.za/diseases-a-z-index/disease-index-covid-19/surveillance-reports/weekly-epidemiological-brief/
Test data gives weekly percentage testing positive rates, from https://www.nicd.ac.za/diseases-a-z-index/disease-index-covid-19/surveillance-reports/weekly-testing-summary/
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Bar graphs represent genomes sequenced per epiweek, with lines representing cases by collection date (weeks 39 [2021] ς12 [2022])
Genomes and cases presented as provincial total (percentage of national total) for epiweeks39 (2021) ς12 (2022)
PTP: percentage testing positive in week 12 (20 Mar ς26 Mar); the arrow indicates direction of change since the previous week (13 Mar 2022 ς19 Mar 2022)

941 genomes deposited in the past week

Genomes Cases
PTP: 6.1%

2 923 (25.5%) 282 852 (35.6%)

Genomes deposited in the last week

Gauteng
Genomes Cases

PTP: 4.0%

1 182 (10.3%) 32 706 (4.1%)

Genomes deposited in the last week

Limpopo

Genomes Cases
PTP: 4.0%

1 155 (10.1%) 41 301 (5.2%)

Genomes deposited in the last week

Mpumalanga

1

Genomes Cases
PTP: 5.8%

1 331 (11.6%) 146 315 (18.4%)

Genomes deposited in the last week

KwaZulu-Natal

Genomes Cases
2 201 (19.2%) 137 518 (17.3%)

Genomes deposited in the last week

Western Cape

Genomes Cases
577 (5.0%) 18 314 (2.3%)

Genomes deposited in the last week

Northern Cape PTP: 5.3%

PTP: 12.6%

Genomes Cases
PTP: 5.6%

670 (5.8%) 41 181 (5.2%)

Genomes deposited in the last week

North West

Delta (21A)

Delta (21I) Delta (21J)

Beta (20H, V2)
Alpha (20I, V1)

20C

20D

20A

C.1.2

Omicron (BA.1)
20B

Omicron (BA.2)

Omicron (BA.3)
Unassigned

Cases

Omicron (BA.1.1)

Genomes Cases
936 (8.2%) 54 680 (6.9%)

Genomes deposited in the last week

Eastern Cape PTP: 5.1%
44

Genomes Cases
PTP: 4.0%

484 (4.2%) 40 020 (5.0%)

Genomes deposited in the last week

FreeState

SARS-CoV-2 
GENOMIC SURVEILLANCE 

epiweeks 39 (2021) π 12 (2022)

8 2 70

6 35 1

3 11 1

17 8 843 81 2 83 5 3346

2 25 14 76 5 168

7 36 10 174 40 1 1626

1 33 4
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Epidemiological week2020 2021

Total genomes: 35 903
2020 genomes: 6 602
2021 genomes: 25 065
2022 genomes: 4 236

30

Sequencing data ending epi 
week 12 (ending 26 March 
2022)

Currently in epi week 13 
(ending 2 April 2022)

*This represents the cleaned, de-duplicated dataset of unique National and Pneumonia Surveillance sequences. This dataset will be used for all further figures.

Number of South African genomes deposited on GISAID, by specimen collection week, 2020 ς2022
(N=35 903*)
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GISAID genomes vs total cases, 2020 ς2022 (N=35 903)

All provinces, apart from GP, LP, NC and WC, have comparable percentages of overall cases and overall 
sequenced genomes. 



Delta dominated in South Africa until October at >80%. Omicron has dominated from November onwards.

Percentage and number of clades by epiweekin South Africa, 2021 - 2022 (N=29 301) 

Sequencing data 
ending epi week 11 
(ending 19 March 
2022)

Currently in epi 
week 13 (ending 2 
April 2022)



unassigned (n=1, 0.09%)
Omicron (21M/BA.3) (n=5, 0.44%)

Alpha (20I, V1) (n=1, 0.09%) 
C.1.2 (20D) (n=1, 0.09%)

Delta (21I) (n=3, 0.27%)

Delta (21A) (n=1, 0.09%)

Omicron (21K/BA.1) 
(n=121, 11%)

Prevalence of Variants of Concern (VOC) and Variants of Interest (VOI) in 
Jan ςMar 2022

Omicron dominated in January (99.3%, 2699/2718), February (98.9%, 1122/1134) and March (98.4%, 377/383). BA.2 increased in 
prevalence throughout January and was dominant in February. It appears to still be dominant in March.

February (N=1134)

Total Omicron in Feb: 1122 (98.9%)

Omicron (21L/BA.2)
(n=1180, 43%)

Beta (20H, V2) 
(n=2, 0.07%)

unassigned (n=10, 0.37%)

Omicron (21M/BA.3) 
(n=19, 1%)

January (N=2718)

Omicron (21K/BA.1)
(n=1267, 47%)

Total Omicron in Jan: 2699 (99.3%)

Omicron 
(21K/BA.1.1) 
(n=233, 9%)

Delta (21J)  
(n=5, 0.18%)

Delta (21I) (n=1, 0.04%)
Delta (21A) (n=1, 0.04%)

Delta (21I) (n=1, 0.09%)

Omicron (21K/BA.1.1) 
(n=14, 1%)

March (N=383)

Total Omicron in Mar: 377 (98.4%)
Omicron (21L/BA.2)
(n=982, 87%)

Omicron (21L/BA.2)
(n=353, 92%)

Omicron (21K/BA.1) 
(n=18, 5%)

Omicron 
(21K/BA.1.1) 
(n=6, 2%)

Unassigned
(n=5, 1%)

Delta (21J)
(n=1, 0.26%)

Beta (20H, V2) (n=4, 0.35%)



Omicron (21L/BA.2)Omicron (21K/BA.1)

Detection Rates: Beta, Delta, C.1.2 and Omicron
Detection rates of variants being monitored in South Africa*

Total sequences
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*Bars represent percentage prevalence of variant for the month; total sequences collected for the month are given below

Beta Delta C.1.2 Omicron (21M/BA.3)Omicron (21K/BA.1.1)

Omicron has been dominant since November (>80% in November, >98% in December, January, February and March). 
BA.2 has increased in frequency, making up 43% of genomes in January, 87% in February and 92% in March. 

BA.3 and other VOCs continue to be detected at low levels.



South Africa, 2021-2022, n = 29216*

Clade key (bar graph)

Weekly percentage testing positive key (line graph)

*Excludes sequences missing collection dates, as well as those collected January 1st and 2nd 2021 as they are part of epiweek53 of 2020.
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Eastern Cape Province, 2021-2022, n = 2594

Clade key (bar graph)

Weekly percentage testing positive key (line graph)

Cases



Free State Province, 2021-2022, n = 1414

Clade key (bar graph)

Weekly percentage testing positive key (line graph)

Cases



Gauteng Province, 2021-2022, n = 7636

Clade key (bar graph)

Weekly percentage testing positive key (line graph)

Cases



KwaZulu-Natal Province, 2021-2022, n = 3344

Clade key (bar graph)

Weekly percentage testing positive key (line graph)

Cases



Limpopo Province, 2021-2022, n = 2344

Clade key (bar graph)

Weekly percentage testing positive key (line graph)
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Mpumalanga Province, 2021-2022, n = 2142

Clade key (bar graph)

Weekly percentage testing positive key (line graph)

Cases



Northern Cape Province, 2021-2022, n = 1650

Clade key (bar graph)

Weekly percentage testing positive key (line graph)
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North West Province, 2021, n = 1924

Clade key (bar graph)

Weekly percentage testing positive key (line graph)
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Western Cape Province, 2021-2022, n = 6164

Clade key (bar graph)

Weekly percentage testing positive key (line graph)

Cases


