ENGS-SA

Network for Genomic

Na22n Network for Genomic Survelllance in South Africa (NG

SARSCoV¢2 Sequencing Update
27 May 2022

UNIV PRETORIA (UP) 'y UNIV WITWATERSRAND
& NHLS-TAD Facd (WiTS) s
NATIONAL INSTITUTE ‘

@<

FOR COMMUNICABLE
DISEASES (NICD)

STELLENBOSCH
UNIVERSITY & NHLS

KRISP,UKZN
& IALCH NHLS A
- y
S
v~ Y

UNIV OF THE FREE
STATE (UFS) & NHLS

g

Supported by the DSI and the SA MRC

UNIVERSITY OF CAPE
TOWN (UCT) & NHLS

N7

# science & innovation

B -
UNIVERSITEIT \\ v b
5 Department IYUNI ‘.‘v SITHI .. .-_
@ Science and Innovation : 6 bq STELLE L»; v‘\f H 'l"l\ W lTS (=]
e UNIVERSITY
V REPUBLIC OF SOUTH AFRICA - A UFS UNIVERSITY v'

2 ~
Prepared by the National Institute for Communicable Diseases (NICD) of the National Health Laboratory (NHLS) on beé\eifofktior Genomics Surveillance in South Africa (SG&S




The genomic data presented here are based on South African
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(www.gisaid.orgyon 27 May 2022 at 08h00
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966 genomes added since the previous report
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Bar graphs represent genomes sequencedgmweek with lines representing cases by collection date (weeks 39 [2022]2022])
Genomes and cases presented as provincial total (percentage of national toighvieaeks39 (2021); 20 (2022)
PTP: percentage testing positive in week 20 (15 May 2@22May 2022); arrow indicates direction of change since previous (&klay 2022; 14 May 2022) if change was significant (P<0.!




Number of South African genomes deposited on GISAID, by specimen collection weekg 2022

1500 - (N:4O 993*)
Sequencing data ending epi
Total genomes: 40 993 week 20 (ending 21 May 202
2020 genomes: 6 654
|00§~ 2021 genomes: 25 858 Currently in epi week 21
2 2022 genomes: 8 481 (ending 28 May 2022)

20 30 20 30 50 2022 10
2020 Epldemlologlcal week 2021 .

*This represents the cleaned, dhiplicated dataset of uniquBational and Pneumonia Surveillansequences. This dataset will be used for all further figures.




Number of genomes

GISAID genomes vs total cases, 2@ZD22 (N=40 993)

Provincial breakdown of genomes deposited into GISAID . Proportion of total cases versus proportion of total genomes
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All provinces, apart from GP, KZN aWdC,have comparable percentages of overall cases and sequenced
genomes. All provinces have contributed sequences for April and May. SRR
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epiweeks in 2021 — 2022

Delta dominated in South Africa until October at >80%. Omicron has dominated from November onwards.
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Number and percentage of clades lepiweekin South Africa, 202% 2022 (34 252%)
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Prevalence of Variants of Concern (VOC) and Variants of Interest (VOI) it
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Omicron dominated in March (98.4%, 1438/1462), April (99.7%, 2262/2269) and May (99.6%, 739/742). BA.2 was dominant in
BA.4 and BA.5 together were dominant in April and are dominant in May.
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Detection Rates: Beta, Delta, C.1.2 and Omicron

Detection rates of variants being monitored in South Africa
100
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1771 4957 2789 1204 1462 2269 742

Percentage

Total sequences 236 394 1150 422 654 819 957 1661 1583 1398 3507 4420 3244 1924 827

Month  May-20 Jun-20 Jul-20 Aug-20 Sep-20 Oct-20 Nov—-20 Dec-20 Jan-21 Feb-21 Mar-21 Apr-21 May-21 Jun-21 Jul-21 Aug-21 Sep-21 Oct-21 Nov—21 Dec-21 Jan-22 Feb—22 Mar-22 Apr-22 May-22

. Beta Delta

*Bars represent percentage prevalence of variant for the month; total number sequences collected for the month are giwahdbkar

Omicron has been dominant since November (>85% in November, >98% in Decenviegy).
BA.2 made up 43% of genomes in January, 86% in February, 78% in March and 26% in April. BA.4 and BA.5 togg
dominated in April at 72%andin May at 92%. pi

. Omicron Omicron Omicron Omicron Omicron
C.12 (21K/BA.1.%) (21L/BA.2.%) (21M/BA.3) (22A/BA.4) (22B/BA.5)
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South Africa, 2022022, n = 34 252*

South Africa number of genomes, cases, and PTP per epiweek (N=34252)
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*Excludes sequences missing collection dates, as well as those collected Jararaahy2'® 2021 as they are part @piweek53 of 2020.




Eastern Cape Province, 202022, n = 2743

EC number of genomes, cases, and PTP per epiweek (N=2743)
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EC percentage of genomes, number of cases, and PTP per epiweek (N=2743)
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Free State Province, 2022022, n = 1484

FS number of genomes, cases, and PTP per epiweek (N=1484)
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FS percentage of genomes, number of cases, and PTP per epiweek (N=1484)
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Gauteng Province, 2022022, n = 9724

GP number of genomes, cases, and PTP per epiweek (N=9724)
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GP percentage of genomes, number of cases, and PTP per epiweek (N=9724)
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KwaZuluNatal Province, 2022022, n = 3784

KZN number of genomes, cases, and PTP per epiweek (N=3784)
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KZN percentage of genomes, number of cases, and PTP per epiweek (N=3784)
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Limpopo Province, 2022022, n = 2447

LP number of genomes, cases, and PTP per epiweek (N=2447)
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LP percentage of genomes, number of cases, and PTP per epiweek (N=2447)
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Mpumalanga Province, 2022022, n = 2482

MP number of genomes, cases, and PTP per epiweek (N=2482)
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Northern Cape Province, 2022022, n = 1773

NC number of genomes, cases, and PTP per epiweek (N=1773)
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North West Province, 2022022, n = 2064

NW number of genomes, cases, and PTP per epiweek (N=2064)
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Western Cape Province, 202022, n = 7746

WC number of genomes, cases, and PTP per epiweek (N=7746)
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Summary

AVariant of Concern Omicron in South Africa
ADominates 2022 sequencing data at >98% of genomes.

AWhile BA.1 (and sulineages) was the predominant lineage in January
(55%), BA.2 dominated in February (86%) and March (78%).

AOmicron lineages BA.4 and BA.5 increased in prevalence in March (16
and together are dominant in April (72%) and May (92%).

ANGSSA teams are monitoring sequencing data for recombinants.

ALow frequency of previously circulating variants such as Delta still detecte
recent data.

L] @
e Network for Genomic
VRO, Surveillance in South Africa

1https://github.com/covlineages/pangedesignation/releases/tag/vl.3



https://github.com/cov-lineages/pango-designation/releases/tag/v1.3
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