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SARS-CoV2
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557 genomes added since the previous report

Bar graphs represent genomes sequencedgmweek with lines representing cases by collection date (weeks 39 [2027][2022])
Genomes and cases presented as provincial total (percentage of national toighjvieaeks39 (2021); 17 (2022)
PTP: percentage testing positive in week 17 (24 Apr 282May 2022); arrow indicates direction of change since previous {ilgeRpr 2022; 23 Apr 2022) if change was significant (P<0.0!
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The genomic data presented here are based on South African
SAR& 02 sequence data downloaded from GISAID
(www.gisaid.org on 6 May 2022 at 14h23

Data licensehttps://www.qisaid.org/reqgistration/termsof-use/

Elbe, S., and Buckland-Mer r et t, G. (2017) Data, disease and dipl omacy:
contribution to global health. Global Challenges, 1:33-46. DOI: 10.1002/gch2.1018 PMCID: 31565258

Shu, Y., McCauley, J. (2017) GISAID: Global initiative on sharing all influenza data i from vision to
reality. EuroSurveillance, 22(13) DOI: 10.2807/1560-7917.ES.2017.22.13.30494 PMCID: PMC5388101


http://www.gisaid.org/
https://www.gisaid.org/registration/terms-of-use/

1500- Number of South African genomes deposited on GISAID, by specimen collection weekg 2022

(N=38 916*)
Sequencing data ending epi
Total genomes: 3816 week 17 (ending 30 April 2022
1000 - 2020 genomes: 6 628
: 2021 genomes: 25 746 Currently in epi week 18
2 2022 genomes: 6 542 (ending 7 May 2022)
) ..|||I.||||||||II||‘||I|III||III||I‘|||‘|‘ |||||I||||II|I|I‘|“ |‘|‘|I|Il| ‘l“'l"‘|||l

20 30 20
2020 Epldemlologlcal week 2021

*This represents the cleaned, dhiplicated dataset of uniquBational and Pneumonia Surveillansequences. This dataset will be used for all further figures.

30 2022 10




10500
10000
9500
9000
8500
8000
7500
7000
6500
6000
5500
5000
4500
4000
3500
3000
2500
2000
1500
1000
500

Number of genomes

o

All provinces, apart from GP, KZN, LP, MP, NC and WC, have comparable percentages of overall ct :

GISAID genomes vs total cases, 2QZD22 (N=38 916)

Provincial breakdown of genomes deposited into GISAID
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Number and percentage of clades lepiweekin South Africa, 202% 2022 (32 203*)

Distribution of Nextclade Clades in South Africa
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Delta dominated in South Africa until October at >80%. Omicron has dominated from November onwards.
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epiweeks in 2021 — 2022

Sequencing data
ending epi week 17
(ending 30 April
2022)

Currently in epi
week 18 (ending 7
May 2022)

*Excludes sequences
missing collection dates,
as well as those collected
January $and 292021
as they are part of
epiweek53 of 2020.
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Prevalence of Variants of Concern (VOC) and Variants of Interest (VOI) it
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Total Omicron inMar: 1412 (98.3%)

0 Omicron (21K/BA.1.%) I Omicron (21M/BA.3) Omicron (22B/BA.5) B Delta (211) I C.1.2 (20D) Il Beta (20H, V2) . Kappa (21B) Eta (21D) o Other unassigned
Bm Omicron (21L/BA.2.%) Omicron (22A/BA.4) mm Delta (21A) mmm Delta (21)) == Alpha (201, V1)

Omicron dominated in February (98.6%, 1186/1203), March (98.3%, 1412/1436) and April (99.4%, 1106/1113). BA.2 was dom
February and March. BA.4 and BA.5 togethvegre dominant in April. S  Network or Genomnic.




Detection Rates: Beta, Delta, C.1.2 and Omicron

Detection rates of variants being monitored in South Africa

100
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Total sequences = 254 398 1140 1656 1578 622 1383 3453 4418 3232 1921 1756 4937 2789 1203 1436 1113

Percentage

11

Month  May-20 Jun-20 Jul-20 Aug-20 Sep—20 Oct-20 Nov-20 Dec-20 Jan-21 Feb-21 Mar-21 Apr-21 May-21 Jun-21 Jul-21 Aug-21 Sep-21 Oct-21 Nov-21 Dec-21 Jan-22 Feb—22 Mar-22 Apr-22

- 5 - Omicron Omicron Omicron Omicron Omicron
eta Delta C.l2 (21K/BA.1.%) (21L/BA.2.%) (21M/BA.3) (22A/BA.4) (22B/BA.5)

*Bars represent percentage prevalence of variant for the month; total number sequences collected for the month are giwahdbkar
Omicron has been dominant since November (>85% in November, >98% in Decempzil).

BA.2 made up 43% of genomes in January, 86% in February, 78% in March and 34% in April. Newly debiggeged
BA.4 and BA.5 together are dominant in April, at 43% and 21% respectively.
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South Africa, 2022022, n = 32203*

South Africa number of genomes, cases, and PTP per epiweek (N=32203)
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South Africa percentage of genomes, number of cases, and PTP per epiweek (N=32203)
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*Excludes sequences missing collection dates, as well as those collected Jararaahy2'® 2021 as they are part @piweek53 of 2020.



Eastern Cape Province, 202022, n = 2713

EC number of genomes, cases, and PTP per epiweek (N=2713)
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Free State Province, 2022022, n = 1437

FS number of genomes, cases, and PTP per epiweek (N=1437)
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Gauteng Province, 2022022, n = 8949

GP number of genomes, cases, and PTP per epiweek (N=8949)
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KwaZuluNatal Province, 2022022, n = 3647

KZN number of genomes, cases, and PTP per epiweek (N=3647)
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Limpopo Province, 2022022, n = 2412

LP number of genomes, cases, and PTP per epiweek (N=2412)

280 14000
260 -

n 240 A - 12000

£ 220 - 0
5 200 A - 10000 &
EJ\ %28 ] L 8000
w140 - S
© 120 - - 6000 5
T 100 - 2
£ 780 - - 4000 E
S5 60 A =2
= gg ] \ L 2000

0 = T—TrTTTTTT TT T T T 7T 3 0

12345678 910111213141516171819202122232425262728293031323334353637383940414243444546474849505152 1 2 3 4 5 6 7 8 9101112131415161718

Epiweek

LP percentage of genomes, number of cases, and PTP per epiweek (N=2412)

100 A l 14000

0 e - 12000

o 80 4 w

£ - 10000 4
©

< ]

g 60 - - 8000
o

Y= —

o - 6000 o

2 40 - !

< - 4000 £

—

. =
g 20 ‘ | L 2000
0 - ......... |I||III|—|II ........ - 0
123456 7 8 91011121314151617 18192021 22 23 24 25 26 27 26 29 30 31 32 33 34 3536 37 38394041 4243444546 474849505152 1 2 3 4 5 6 7 8 9 1011121314 1516 17 18
Epiweek
Clade key (bar graph) P
e Omicron (21K/BA.1*) = Omicron (21M/BA.3) Omicron (22B/BA.5) EEE Beta (20H, V2) W Delta (21A) ®=m Delta (21)) === Kappa (21B) Eta (21D) W 20D Wmm 20C Wem 208 Wew 20A 198 19A unassigned
B Omicron (21L/BA.2.*) Omicron (22A/BA.4) . C.1.2(20D) Em Alpha (201, V1) e Delta (211) - Cases

Weekly percentage testing positive key (line graph)
— <5 — - 10 —11-20 21-30 === 31 - 40 — 41 - 50 w51 - 55

: Network for Genomic
Surveillance in South Africa




Mpumalanga Province, 2022022, n = 2384

MP number of genomes, cases, and PTP per epiweek (N=2384)
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Northern Cape Province, 2022022, n = 1744

Number of genomes

Percent of genomes

NC number of genomes, cases, and PTP per epiweek (N=1744)
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North West Province2021-2022.n = 2015

NW number of genomes, cases, and PTP per epiweek (N=2015)
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Western Cape Province, 202022, n = 6897

WC number of genomes, cases, and PTP per epiweek (N=6897)
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Summary

AVariant of Concern Omicron in South Africa
ADominates 2022 sequencing data at >98% of genomes.

AWhile BA.1 (and sulineages) was the predominalibheagein January
(55%), BA.2 dominated in February (86%) and March (78%).

AOmicron lineages BAahdBA.5 increaseth prevalence in March (16%),
and together are dominant in April (64%).

ABA.3continues to be detected at low levels.
ANGSSA teams are monitoring sequencing data for recombinants.

ALow frequency of previously circulating variants such as Delta still detectet
recent data.

L] @
e Network for Genomic
VRO, Surveillance in South Africa

1https://github.com/covlineages/pangedesignation/releases/tag/vl.3



https://github.com/cov-lineages/pango-designation/releases/tag/v1.3
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BA.4 whole genome mutation
prevalence over time
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