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Number of South African genomes deposited on GISAID, by specimen collection weekg 2022
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*This represents the cleaned, dhiplicated dataset of uniquBational and Pneumonia Surveillansequences. This dataset will be used for all further figures.




GISAID genomes vs total cases, 2QZD22 (N=43 357)

Provincial breakdown of genomes deposited into GISAID
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All provinces, apart from GP, KZN and WC, have comparable percentages of overall cases and sequenced
genomes. All provinces have contributed sequences for April, May, and June. i NGS-SA
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Number and percentage of clades lepiweekin South Africa, 202% 2022 (36 577*)
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Delta dominated in South Africa until October at >80%. Omicron has dominated from November onwards.
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Prevalence of Variants of Concern (VOC) and Variants of Interest (VOI) it
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Detection Rates: Beta, Delta, C.1.2 and Omicron

Detection rates of variants being monitored in South Africa
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*Bars represent percentage prevalence of variant for the month; total number sequences collected for the month are giwahdbkar
Omicron has been dominant since November (>85% in November, >98% in Decenibby).

BA.4 and BA.5 together dominated in April at 738ay at 93%,June at90%and currently make up 93% of July
sequences, although with a small number of genomes.
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South Africa, 2022022, n =36 577*

South Africa number of genomes, cases, and PTP per epiweek (N=36577)
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Eastern Cape Province, 202022, n = 2901

EC number of genomes, cases, and PTP per epiweek (N=2901)
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Free State Province, 2022022, n = 1575

FS number of genomes, cases, and PTP per epiweek (N=1575)
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Gauteng Province, 2022022, n = 10 201

GP number of genomes, cases, and PTP per epiweek (N=10201)
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KwaZuluNatal Province, 2022022, n = 4046

KZN number of genomes, cases, and PTP per epiweek (N=4046)
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Limpopo Province, 2022022, n = 2530

LP number of genomes, cases, and PTP per epiweek (N=2530)
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Mpumalanga Province, 2022022, n = 2645

MP number of genomes, cases, and PTP per epiweek (N=2645)
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Northern Cape Province, 2022022, n = 1834

NC number of genomes, cases, and PTP per epiweek (N=1834)

160 4500
w» 140 - - 4000
(] L
£ 120 1 3500 §
S 100 - 3000 g
o - 2500 4
5 807 - 2000 5
—
E Q
2 60 - 1500 ¢
L -
E 40- 1000 3
< 20+ - 500
O - TTT T T LI T T T T T T T 1 T T 1 ] 0
1234567 8 9101112131415161718192021222324252627282930313233343536373839404142434445464748495051521 2 3 4 5 6 7 8 910111213141516171819202122232425262728
Epiweek
NC percentage of genomes, number of cases, and PTP per epiweek (N=1834)
100 - 4500
" - 4000
£ 80 1 - 3500 o
o - 3000
- o
& ©0 2500 «
= . - 2000 5
= T N o]
@ 1500 £
- 1000
9 20 2
111l | |
. |11 bl | D1 it o =" | = |
1234567 8 9101112131415161718192021222324252627282930313233343536373839404142434445464748495051521 2 3 4 5 6 7 8 910111213141516171819202122232425262728
Clade key (bar graph) Epiweek
BN Newl [ Omicron (21K/BA.1.%) I Omicron (22C/BA.2.12.1) Omicron (22A/BA.4.%) N C.1.2 (20D) EE Alpha (201, V1) B Delta (211) W Kappa (21B) N 20D Em 20C s 20B e 20A 19B 19A unassigned
. New2 B Omicron (21L/BA.2.#) B Omicron (21M/BA.3) Omicron (22B/BA.5.%) EEE Beta (20H, V2) Bl Delta (21A) mm Delta (21)) Eta (21D) - Cases

Weekly percentage testing positive key (line graph)
— <5 = f-10 = 11-20 === 21-30 = 31-40 = 41-50 == 51-55

Network for Genomic
Surveillance in South Africa

ENGS-SA




North West Province, 2022022, n = 2157

NW number of genomes, cases, and PTP per epiweek (N=2157)
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Western Cape Province, 202022, n = 8680

WC number of genomes, cases, and PTP per epiweek (N=8680)
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/ SARE0V2 SGTP (8ene target positive) sequences with
novel mutations

Whole genome profiles

New 2

Both batches are flagged for private mutationdNextClade
A Newl sequences (21M) are flagged for containing many 21J mutations

A New2 samples (21J) are flagged for containing many 21K and 21L mutations
A Sequences contain a mixture of mutations from Omicron and Delta

L NGSSA
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Spike protein profiles
/NeWZ /

A Shared additional mutations: L18F, T19R, T95I, W152L1 3Atel, R158G, F186L, G446D,
Newl wildtype Q493, T11171, additional synonymous nucleotide change in L452R compared to
BA.4/5

A Unique toNewlbatch: R21G, F486P, A706V (A706T present in 1 surveillance sample but
different nucleotide change in different position)

A Unique to w2 batch:S477D instead of S477N
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