ENGS-SA

Network for Genomic

N22-2n Network for Genomic Survelllance in South Africa (NG

SARSCoV¢2 Sequencing Update
22 July 2022

UNIV PRETORIA (UP) 'y UNIV WITWATERSRAND
& NHLS-TAD Facd (WiTS) s
NATIONAL INSTITUTE ‘

@<

FOR COMMUNICABLE
DISEASES (NICD)

STELLENBOSCH
UNIVERSITY & NHLS

KRISP,UKZN
& IALCH NHLS A
- y
S
v~ Y

UNIV OF THE FREE
STATE (UFS) & NHLS

g

Supported by the DSI and the SA MRC

UNIVERSITY OF CAPE
TOWN (UCT) & NHLS

N7

# science & innovation

B -
UNIVERSITEIT \\ v b
5 Department IYUNI ‘.‘v SITHI .. .-_
@ Science and Innovation : 6 bq STELLE L»; v‘\f H 'l"l\ W lTS (=]
e UNIVERSITY
V REPUBLIC OF SOUTH AFRICA - A UFS UNIVERSITY v'

2 ~
Prepared by the National Institute for Communicable Diseases (NICD) of the National Health Laboratory (NHLS) on beleifofitior Genomics Surveillance in South Africa (SG&H




The genomic data presented here are based on South African
SAR&0Vf2 sequence data downloaded from GISAID
(www.gisaid.orgyon 22 July 2022 at 14h00

Data licensehttps://www.qisaid.org/reqistration/termsof-use/

Elbe, S., and Buckland-Mer r et t, G. (2017) Data, disease and dipl omacy:
contribution to global health. Global Challenges, 1:33-46. DOI: 10.1002/gch2.1018 PMCID: 31565258

Shu, Y., McCauley, J. (2017) GISAID: Global initiative on sharing all influenza data i from vision to
reality. EuroSurveillance, 22(13) DOI: 10.2807/1560-7917.ES.2017.22.13.30494 PMCID: PMC5388101


http://www.gisaid.org/
https://www.gisaid.org/registration/terms-of-use/

Gauteng -PTP: 5.1%

Genomes Cases
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Genomes deposited in the last week
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North West - PTP:6.2%

Cases
50 236 (4.6%)
Genomes deposited in the last week

Genomes
927 (5.0%)

SARS-CoV-2

GENOMIC SURVEILLANCE
epiweeks 39 (2021) - 28 (2022)

o 15

Northern Cape tPTP: 4.9%
Genomes Cases

768 (4.1%) 24 695 (2.3%)
Genomes deposited in the last week

[le 1

Western Cape tPTP:6.3%

Genomes Cases
4 437 (23.7%) 189 133 (17.5%)

Genomes deposited in the last week
1 M1 116 29
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Eastern Cape - PTP:6.9%

Genomes Cases
1241(6.7%) 73746 (6.8%)

Genomes deposited in the last week
1

Genomes Cases
1387 (7.4%) 36381 (3.4%)

Genomes deposited in the last week
113 5 M2

Mpumalanga - P1p:5.6%

Genomes Cases
1710 (9.2%) 50278 (4.6%)

Genomes deposited in the last week
M2 131 19

KwaZulu-Natal - PTP:3.3%

Genomes Cases
2 061(11.0%) 203 609 (18.8%)

Genomes deposited in the last week

W14 1320305001

Free State - PTP:4.4%
Genomes Cases

645 (3.5%) 53 769 (5.0%)
Genomes deposited in the last week

BINewl | INew2 BOmicron (BA.2.12.1)D20A B20c

| |Omicron (BA.1.*)[_]JOmicron (BA.3)
["lOomicron (BA.2.*)lBeta .Alpha.20B _.20D
| _|Omicron (BA.4) [HDelta (21A) lc.1.2 Unassigned

Omicron (BA.5) [TDelta (211) [T Delta (21)) — Cases

243 genomes added since the previous report

Bar graphs represent genomes sequencedgmweek with lines representing cases by collection date (weeks 39 [2028]2022])

Genomes and cases presented as provincial total (percentage of national toighvieaeks39 (2021); 28 (2022)
PTP: percentage testing positive in week 28 (10 July 2a82July 2022); arrow indicates direction of change since previoak (@3 July 2022 09 July) if change was significant (P<0.05)
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Number of South African genomes deposited on GISAID, by specimen collection weekg 2022

1500 - (N:43 600*)
Total genomes: 43 600 Sequencing data ending epi
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5 2021 genomes: 25 956 Currently in epi week 29
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*This represents the cleaned, dkiplicated dataset of uniquBational and Pneumonia Surveillaneequences. This dataset will be used for all further figures. ~— JH080E suveilance in South Afica
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Number of genomes

GISAID genomes vs total cases, 2@ZD22 (N=43 600)

Provincial breakdown of genomes deposited into GISAID . Proportion of total cases versus proportion of total genomes
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All provinces, apart from GP, KZN and WC, have comparable percentages of overall cases and sequenced
genomes. All provinces have contributed sequences for April, May, and June. i NGS-SA
July sequences are from WC, KZN and GP. B NetworciorGenomi
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Number and percentage of clades lepiweekin South Africa, 202% 2022 (36 820%)
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epiweeks in 2021 — 2022
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Delta dominated in South Africa until October at >80%. Omicron has dominated from November onwards.

Sequencing data
ending epi week
28 (ending 16
July 2022)

Currently in epi
week 29 (ending
23 July 2022)

*Excludes sequences
missing collection dates,
as well as those collectec
January $and 292021
as they are part of
epiweek53 of 2020.

ENGS-SA

5 Network for Genomic
% Surveillance in South Africa



Prevalence of Variants of Concern (VOC) and Variants of Interest (VOI) it

April (N=2465)

unassigned Omicron (21M/BA.3)
(n=8, 0.33%)(N=3 0.12%)

Omicron (21L/BA.2.
(n:616’ 25%) Delta (21J)

(n=3, 0.12%)
Omicron

(21K/BA.1.%)
(n=32, 1%)

Omicron (22A/BA.4)

(n=1335, 54%) Omicron (22B/BA.5)

(n=468, 19%)

Total Omicron in Apr: 2454 (99.6%)

Clade key (bar graph)

April ¢ June 2022 June(N=720)
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Omicron (22C/BA.2.12.
(n=6, 1%)
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Total Omicron in June: 709 (98%)

Total Omicron in May: 2178 (99.4%)

. Newl Omicron (21K/BA.1.*) BN Omicron (22C/BA.2.12.1) Omicron (22A/BA.4.*) . C.1.2(20D) B Alpha (201, V1) B Delta (211) Kappa (21B) . 20D . 20C B 20B 20A 198 19A unassigned
New2 B Omicron (21L/BA.2.#) EEE Omicron (21M/BA.3) Omicron (22B/BA.5.%) HEEl Beta (20H, V2) B Delta (21A) Delta (21)) Eta (21D) - Cases
Omicron dominated in April (99.692454/2469, May (99.4%, 2178/2190) and June (98%, 709/720). BA.4 and BA.5 together w: g \| GS_S A

dominant in April, May and June. BA.2.12.1 was detected at low levels in May and June.
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Detection Rates: Beta,

Detection rates of variants being monitored in South Africa

Delta, C.1.2 and Omicron
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Total sequences N =235 397 1157 449 656 819 957 1661 1585 622 938 665 1406 3577 4420 3244 1924 828 1779 4962 2792 1210 1478 2465 2190 720 81
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*Bars represent percentage prevalence of variant for the month; total number sequences collected for the month are giwahdbkar

Omicron has been dominant since November (>85% in November, >98% in Decenibae).

BA.4 and BA.5 together dominated in April at 73%, in May at 94%, June at 96% and currently make up 93% of i

sequences, although with a small number of genomes.
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South Africa, 20212022, n = 36 820*

South Africa number of genomes, cases, and PTP per epiweek (N=36820)
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*Excludes sequences missing collection dates, as well as those collected Jararaahy2'® 2021 as they are part @piweek53 of 2020.



Eastern Cape Province, 202022, n = 2902

EC number of genomes, cases, and PTP per epiweek (N=2902)
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Free State Province, 2022022, n = 1575

FS number of genomes, cases, and PTP per epiweek (N=1575)
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Gauteng Province, 2022022, n = 10 262

GP number of genomes, cases, and PTP per epiweek (N=10262)
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KwaZuluNatal Province, 2022022, n = 4077

KZN number of genomes, cases, and PTP per epiweek (N=4077)
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Limpopo Province, 2022022, n = 2550

LP number of genomes, cases, and PTP per epiweek (N=2550)
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Mpumalanga Province, 2022022, n = 2697

MP number of genomes, cases, and PTP per epiweek (N=2697)
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Northern Cape Province, 2022022, n = 1841

NC number of genomes, cases, and PTP per epiweek (N=1841)
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North West Province, 2022022, n = 2181

Clade key (bar graph)

- Cases

xxxxxxxxxxx

Weekly percentage testing positive key (line graph)
—_— <5 =——6-10 = 11-20 21-30 = 31-40 == 41-50 == 51-55

ENGS-SA

Network for Genomic
3 Surveillance in South Africa




