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305 genomes added since the previous report*
*76 genomes were removed as they are no longer on GIS. .._

Bar graphs represent genomes sequencedgmweek with lines representing cases by collection date (weeks 39 [2026][2022])

Genomes and cases presented as provincial total (percentage of national toghviereks39 (2021 26 (2022)
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Total genomes: 4279 Sequencing data ending epi
2020 genomes: 6 693 week 26 (ending 2 July 2022)

1500 Number of South African genomes deposited on GISAID, by specimen collection weekg 2022
2021 genomesi 25 968 Currently in epi week 27
2022 genomes: 10 118 (ending 9 July 2022)

(N=42 779%)
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2020 Epldemlologlcal week 2021 2022

*This represents the cleaned, dhiplicated dataset of uniquBational and Pneumonia Surveillansequences. This dataset will be used for all further figures.
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Number of genomes

GISAID genomes vs total cases, 2QZD22 (N=42 779)

Provincial breakdown of genomes deposited into GISAID 25 Proportion of total cases versus proportion of total genomes
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All provinces, apart from GP, KZN and WC, have comparable percentages of overall cases and sequenced
genomes. All provinces have contributed sequences for April and May. R
June sequences are frofWWC, GP, FS and LP.
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Number and percentage of clades lepiweekin South Africa, 202% 2022 (35 999%)
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epiweeks in 2021 — 2022

Omicron lineages havdominatedin South Africa fromNovember2021 onwards
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Prevalence of Variants of Concern (VOC) and Variants of Interest (VOI) i
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Total Omicron in May: 1875 (99.4%)
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Omicron dominated in April (99.692444/2454, May (99.4%, 1875/1886) and June (100%, 317/317). BA.4 and BA.5 together v 3
dominant in April, May and June. BA.2.12.1 was detected at low levels in May and June.
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Detection Rates: Beta, Delta, C.1.2 and Omicron

Detection rates of variants being monitored in South Africa
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*Bars represent percentage prevalence of variant for the month; total number sequences collected for the month are giwahdbkar

Omicron has been dominant since November (>85% in November, >98% in Decenibae).
BA.4 and BA.5 together dominated in April at 738ay at 94%,and June at 9% ofsequences.
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South Africa, 2022022, n = 35 999*

South Africa number of genomes, cases, and PTP per epiweek (N=35999)
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South Africa percentage of genomes, number of cases, and PTP per epiweek (N=35999)
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Eastern Cape Province, 202022, n = 2859

EC number of genomes, cases, and PTP per epiweek (N=2859)
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Free State Province, 2022022, n = 1574

FS number of genomes, cases, and PTP per epiweek (N=1574)
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Gauteng Province, 2022022, n =10 121

GP number of genomes, cases, and PTP per epiweek (N=10121)
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KwaZuluNatal Province, 2022022, n = 3883

KZN number of genomes, cases, and PTP per epiweek (N=3883)
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Limpopo Province, 2022022, n = 2501

LP number of genomes, cases, and PTP per epiweek (N=2501)
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Mpumalanga Province, 2022022, n = 2591

MP number of genomes, cases, and PTP per epiweek (N=2591)
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Northern Cape Province, 2022022, n = 1818

NC number of genomes, cases, and PTP per epiweek (N=1818)
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North West Province, 2022022, n = 2151

NW number of genomes, cases, and PTP per epiweek (N=2151)
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Western Cape Province, 202D22, n = 8496

WC number of genomes, cases, and PTP per epiweek (N=8496)
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Summary

AVariant of Concern Omicron in South Africa
ADominates 2022 sequencing data at >98% of genomes.

AWhile BA.1 was the predominant lineage in January (55%), BA.2 domin
In February (86%) and March (78%).

AOmicron lineages BA.4 and BA.5 increased in prevalence in March (16¢
and togetherwere dominant in April (73%), May (94%) and June (96%).

ABA.2.12.1 was detected in South Africa at low prevalence in May and Ji
(<1%)

AA lowfrequency ofthe previouslhcirculatingvariant Delta was last detected in
May 2022.
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1https://github.com/covlineages/pangedesignation/releases/tag/vl.3



https://github.com/cov-lineages/pango-designation/releases/tag/v1.3

Omicron spike mutations compared to other VOC/VOls
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Spike position
Mutation impact key . Unknown/unconfirmed impact . Known/predicted immune escape . Enhanced infectivity

A Multiple changes within the two immunogenic regions in S1 (NTD and RBD)
A Includipg a three qmino acid ins_ertion | | Only lineagedefining
A Accumulation of mutations surrounding tlfierin cleavage site mutations are pictured.
A Including combination of N679K and P681H
A Effect of most spike S2 subunit changes have not been defined, but may be linked to
Immune escape
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