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— Number of South African genomes deposited on GISAID, by specimen collection weekg 2022

(N=44 526%)
Sequencing data ending epi
week 30 (ending 30 July 2022
Total genomes: 44 526 Currently in epi week 32
"s”" 2020 genomes: 6 737 (ending 13 Aug 2022)
g 2021 genomes: 25 966
i 2022 genomes: 11 823
g Genomes added since last report: 378
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Epidemiological week
*This represents the cleaned, dkiplicated dataset of uniqullational and Pneumonia Surveillaneequences. This dataset will be used for all further figures.
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GISAID genomes vs total cases, 2Q2022 (N=44 526)

Provincial breakdown of genomes deposited into GISAID

11687

Collected before September 2021
]

Collected Sep 2021 (total 1924)
Collected Oct 2021 (total 828)

Collected Nov 2021 (total 1779)
Collected Dec 2021 (total 4962)
Collected Jan 2022 (total 2806)
Collected Feb 2022 (total 1213)
Collected Mar 2022 (total 1483)
Collected Apr 2022 (total 2468)
Collected May 2022 (total 2562)
Collected Jun 2022 (total 1003)
Collected Jul 2022 (total 273)
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Number and percentage of clades lepiweekin South Africa, 202% 2022 (37 702%)

epiweeks in 2021 — 2022
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Prevalence of Variants of Concern (VOC) and Variants of Interest (VOI) it
May (N=2562) May ¢ July 2022 July(N=273)

Omicron (22C/BA.2.12.1)
(n=1, 0.37%)

Delta (21J)
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Other (n=1, 0.04%) Omicron (22A/BA.4.%)  omicron
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(n=389, 39%)
Total Omicron in May: 2547 (99.4%icron (22¢c/BA.2.12.1)

(n=6, 1%)
Total Omicron in June: 990 (98.7%)
Clade key (bar graph)
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Detection Rates: Beta, Delta, C.1.2 and Omicron

Detection rates of variants being monitored in South Africa
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South Africa, 20212022, n = 37 702*

South Africa number of genomes, cases, and PTP per epiweek (N=37702)
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Clade key (bar graph)
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Weekly percentage testing positive key (line graph)
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*Excludes sequences missing coIIectlon dates, as WeII as those collected Jararady2® 2021 as they are part @piweek53 of 2020.




Eastern Cape Province, 202022, n = 3004

Genomes added since last report: 48*

EC number of genomes, cases, and PTP per epiweek (N=3004)
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*May include genomes from 2020 which are not pictured here and are not included in the slide total.
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Free State Province, 2022022, n = 1623

Genomes added since last report: 41*

FS number of genomes, cases, and PTP per epiweek (N=1623)
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*May include genomes from 2020 which are not pictured here and are not included in the slide total.



Gauteng Province, 2022022, n = 10 486

Genomes added since last report: 69*
GP number of genomes, cases, and PTP per epiweek (N=10486)
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KwaZuluNatal Province, 2022022, n = 4139

Genomes added since last report: 23*
KZN number of genomes, cases, and PTP per epiweek (N=4139)
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Limpopo Province, 2022022, n = 2609

Genomes added since last report: 10*

LP number of genomes, cases, and PTP per epiweek (N=2609)
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*May include genomes from 2020 which are not pictured here and are not included in the slide total.



Mpumalanga Province, 2022022, n = 2836

Genomes added since last report: 22*

MP number of genomes, cases, and PTP per epiweek (N=2836)

220 10000

200 A \ g
wn
GEJ 180 - - 8000
S 160 - %
@ 1401 - 6000 ©
> 120 A =
5 100 A g m
s - - 4000 %
o 23 | £

- >
E , - L2000 2
2 404 h e
L]} -
0 = r. I I 1T T 1T 17T 1T 11T 17T 17T 1T 1T T 1 1 LI 3 0
123456 78 9101112131415161718192021222324252627282930313233343536373839404142434445464748495051521 2 3 4 5 6 7 8 9 1011121314151617181920212223242526272829303132
Epiweek
MP percentage of genomes, number of cases, and PTP per epiweek (N=2836)

100 - i 10000
3 80 - - 8000
5
o 60 - - 6000 O
o o
‘*6 -
o 40 - - 4000 9
c
) e
O L2000 2
S | | [ L

N [ iiom 1 Pl S L | " |
12345678 9101112131415161718192021222324252627282930313233343536373839404142434445464748495051521 2 3 4 5 6 7 8 91011121314151617181920212223242526272829303132
Epiweek
Clade key (bar graph)
BN Newl [ Omicron (21K/BA.1.%) EEE Omicron (22C/BA.2.12.1) Omicron (22A/BA.4.%) N C.1.2 (20D) HEm Alpha (201, V1) B Delta (211) Kappa (21B) N 20D Em 20C s 20B e 20A 19B 19A unassigned
e New2 BN Omicron (21L/BA.2.%) B Omicron (21M/BA.3) Omicron (22B/BA.5.*) EEE Beta (20H, V2) B Delta (21A) mm Delta (21)) Eta (21D) — Cases
Weekly percentage testing positive key (line graph)

— <5 = f5-10 = 11-20 +21-30 === 31-40 === 4]1-50 === 5]1-55

*May include genomes from 2020 which are not pictured here and are not included in the slide total.

NGS-SA

Network for Genomic
Surveillance in South Africa




Northern Cape Province, 2024022, n = 1931

Genomes added since last report: 88*
NC number of genomes, cases, and PTP per epiweek (N=1931)
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*May include genomes from 2020 which are not pictured here and are not included in the slide total.
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North West Province, 2022022, n = 2248

Genomes added since last report: 31*

NW number of genomes, cases, and PTP per epiweek (N=2248)

- . -— — Network for Genomic
Surveillance in South Africa

140 10000

n 120 A
CIEJ - 8000
S 100 - &
o - 6000 ©
{o)] 80 T l.|6
Y
o —_
= 007 - 4000 O
(]
2 40 E

T >
£ - 2000 2
= 20 -

O = LI T LU D D N D D D D B D N D B N B B ] 0
12345678 9101112131415161718192021222324252627282930313233343536373839404142434445464748495051521 2 3 4 56 7 8 91011121314151617181920212223242526272829303132
Epiweek
NW percentage of genomes, number of cases, and PTP per epiweek (N=2248)
100 - - 10000
0 80 - - 8000 o,
5
g 60 - 6000 ©
o =
(o]
%5 o
o 40 - 4000 9
c
g E
bt | - 2000 =
" I | ||| T ]
0. | i M | Dty e | -0
12345678 9101112131415161718192021222324252627282930313233343536373839404142434445464748495051521 2 3 4 56 7 8 91011121314151617181920212223242526272829303132
Epiweek
Clade key (bar graph) P
BN Newl [ Omicron (21K/BA.1.%) B Omicron (22C/BA.2.12.1) Omicron (22A/BA.4.%) EEm C.1.2(20D) HEm Alpha (201, V1) B Delta (211) [ Kappa (21B) 20D Em 20C s 20B e 20A 19B 19A unassigned
e New2 BN Omicron (21L/BA.2.%) B Omicron (21M/BA.3) Omicron (22B/BA.5.*) EEE Beta (20H, V2) B Delta (21A) mm Delta (21)) Eta (21D) — Cases
Weekly percentage testing positive key (line graph) 2 N GS S A

*May include genomes from 2020 which are not pictured here and are not included in the slide total.



Western Cape Province, 202D22, n = 8817

Genomes added since last report: 46*

Clade key (bar graph)
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*May include genomes from 2020 which are not pictured here and are not included in the slide total.



