
SARS-CoV-2 Sequencing Update
12 August 2022

Network for Genomic Surveillance in South Africa (NGS-SA)

Prepared by the National Institute for Communicable Diseases (NICD) of the National Health Laboratory (NHLS)  on behalf of the Network for Genomics Surveillance in South Africa (NGS-SA)



The genomic data presented here are based on South African 
SARS-CoV-2 sequence data downloaded from GISAID 

(www.gisaid.org) on 12 August 2022 at 14h18

Data license: https://www.gisaid.org/registration/terms-of-use/

Elbe, S., and Buckland-Merrett, G. (2017) Data, disease and diplomacy: GISAIDôs innovative 

contribution to global health. Global Challenges, 1:33-46. DOI: 10.1002/gch2.1018 PMCID: 31565258

Shu, Y., McCauley, J. (2017) GISAID: Global initiative on sharing all influenza data ïfrom vision to 

reality. EuroSurveillance, 22(13) DOI: 10.2807/1560-7917.ES.2017.22.13.30494 PMCID: PMC5388101

http://www.gisaid.org/
https://www.gisaid.org/registration/terms-of-use/


N
u

m
b

e
r 

o
f 
se

q
u

e
n

c
e
s

10 2030 40 50 1020
Epidemiological week

2020 2021

Total genomes: 44 526
2020 genomes: 6 737
2021 genomes: 25 966
2022 genomes: 11 823
Genomes added since last report: 378

30

Sequencing data ending epi 
week 30 (ending 30 July 2022)

Currently in epi week 32 
(ending 13 Aug 2022)

*This represents the cleaned, de-duplicated dataset of unique National and Pneumonia Surveillance sequences. This dataset will be used for all further figures.

Number of South African genomes deposited on GISAID, by specimen collection week, 2020 ς2022
(N=44 526*)
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GISAID genomes vs total cases, 2020 ς2022 (N=44 526)



Number and percentage of clades by epiweekin South Africa, 2021 ς2022 (37 702*) 

*Excludes sequences 
missing collection dates, 
as well as those collected 
January 1st and 2nd 2021 
as they are part of 
epiweek53 of 2020.

Sequencing data 
ending epi week 
30 (ending 30 
July 2022)

Currently in epi 
week 32 (ending 
13 Aug 2022)



Prevalence of Variants of Concern (VOC) and Variants of Interest (VOI) in 
May ςJuly 2022

Total Omicron in May: 2547 (99.4%)

May (N=2562)

Omicron (22A/BA.4.*)
(n=1652, 64%)

Omicron (22B/BA.5.*) 
(n=743, 29%)

Omicron (21L/BA.2.*) 
(n=138, 5%)

Delta (21J) 
(n=3, 0.12%)

unassigned (n=9, 0.35%)

Omicron 
(21K/BA.1.*) 
(n=9, 0.35%)

Omicron (22C/BA.2.12.1)
(n=5, 0.20%)

Omicron (22A/BA.4.*)
(n=531, 53%)

Omicron (22B/BA.5.*) 
(n=389, 39%)

Omicron 
(21L/BA.2.*) 
(n=54, 5%)

June (N=1003)

Total Omicron in June: 990 (98.7%)

Omicron (22C/BA.2.12.1)
(n=6, 1%)

Omicron 
(21K/BA.1.*) 
(n=9, 1%)

Cases

Clade key (bar graph)

Omicron (21M/BA.3) 
(n=1, 0.12%)

New 1
(n=4, 0.40%)

New 2
(n=3, 0.30%)

C.1.2 (20D) (n=1, 0.04%)

New 2
(n=1, 0.04%)

Delta (21J) 
(n=3, 0.30%)

unassigned (n=3, 0.30%)

July (N=273)

Total Omicron in July: 271 (99.3%)

Omicron (22B/BA.5.*) 
(n=182, 67%)

Omicron (22A/BA.4.*)
(n=79, 29%)

Omicron (22C/BA.2.12.1)
(n=1, 0.37%)

New 1
(n=1, 
0.37%)

Omicron 
(21K/BA.1.*) 
(n=6, 2%)

Omicron 
(21L/BA.2.*) 
(n=3, 1%)

Delta (21J) 
(n=1, 0.37%)

Other (n=1, 0.04%)



Detection Rates: Beta, Delta, C.1.2 and Omicron
Detection rates of variants being monitored in South Africa

Total sequences

Month
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*Bars represent percentage prevalence of variant for the month; total number sequences collected for the month are given below the bar

Omicron 
(21L/BA.2.*)

Omicron 
(21K/BA.1.*)

Beta Delta C.1.2
Omicron 
(21M/BA.3)

Omicron 
(22A/BA.4)

Omicron 
(22B/BA.5)

Omicron 
(22C/BA.2.12.1) New1 New2



South Africa, 2021-2022, n = 37 702*

Weekly percentage testing positive key (line graph)

*Excludes sequences missing collection dates, as well as those collected January 1st and 2nd 2021 as they are part of epiweek53 of 2020.

Cases

Clade key (bar graph)



Eastern Cape Province, 2021-2022, n = 3004
Genomes added since last report: 48*

Weekly percentage testing positive key (line graph)

Cases

Clade key (bar graph)

*May include genomes from 2020 which are not pictured here and are not included in the slide total.



Free State Province, 2021-2022, n = 1623
Genomes added since last report: 41*

Weekly percentage testing positive key (line graph)

Cases

Clade key (bar graph)

*May include genomes from 2020 which are not pictured here and are not included in the slide total.



Gauteng Province, 2021-2022, n = 10 486
Genomes added since last report: 69*

Weekly percentage testing positive key (line graph)

Cases

Clade key (bar graph)

*May include genomes from 2020 which are not pictured here and are not included in the slide total.



KwaZulu-Natal Province, 2021-2022, n = 4139
Genomes added since last report: 23*

Weekly percentage testing positive key (line graph)

Cases

Clade key (bar graph)

*May include genomes from 2020 which are not pictured here and are not included in the slide total.



Limpopo Province, 2021-2022, n = 2609
Genomes added since last report: 10*

Weekly percentage testing positive key (line graph)

Cases

Clade key (bar graph)

*May include genomes from 2020 which are not pictured here and are not included in the slide total.



Mpumalanga Province, 2021-2022, n = 2836
Genomes added since last report: 22*

Weekly percentage testing positive key (line graph)

Cases

Clade key (bar graph)

*May include genomes from 2020 which are not pictured here and are not included in the slide total.



Northern Cape Province, 2021-2022, n = 1931
Genomes added since last report: 88*

Weekly percentage testing positive key (line graph)

Cases

Clade key (bar graph)

*May include genomes from 2020 which are not pictured here and are not included in the slide total.



North West Province, 2021-2022, n = 2248
Genomes added since last report: 31*

Weekly percentage testing positive key (line graph)

Cases

Clade key (bar graph)

*May include genomes from 2020 which are not pictured here and are not included in the slide total.



Western Cape Province, 2021-2022, n = 8817
Genomes added since last report: 46*

Weekly percentage testing positive key (line graph)

Cases

Clade key (bar graph)

*May include genomes from 2020 which are not pictured here and are not included in the slide total.


