NGS-SA Network for Genomic Surveillance in South Africa (NS

SARSCoV¢2 Sequencing Update
2/ January 2023

UNIV PRETORIA (LP) UNIV WITWATERSRAND
& NHLS TAD “3}’ (WITS) & NHLS
NATIONAL INSTITUTE
FOR COMMUNICABLE
DISEASES (NICD) .
KRISP,UKZN
& IALCH NHLS A
— - 4
S
Y

STELLENBOSCH
UNIVERSITY & NHLS
IS :
s I\ N
N \
o AN N
\ N
AN AN
‘\ AN
~ N UNIV OF THE FREE
\ .|  STATE(UFS) & NHLS
UNIVERSITY OF CAPE
TOWN (UCT) & NHLS ! @
>
o UFS
Supported by the DSI and the SA MRC

; ; 1 . ~
QL# science & innovation R W i)
N NI
~Sie Depart v IYUNIVESITHI ll ‘F‘-L‘; MR‘
‘_@_: Szlz?xc:‘::d Innovation : 6 ; STELLENBOSCH r.’.\ W lTS !.;.‘
gy ) UNIVERSITY ‘ L /
; UFS

REPUBLIC OF SOUTH AFRICA UNIVERSITY \\'/ V

Prepared by the National Institute for Communicable Diseases (NICD) of the National Health Laboratory (NHLS) on beleifofitior Genomics Surveillance in South Africa (SG&H



The genomic data presented here are based on South African
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(www.gisaid.orgyon 27 January 2023 at 14h08
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Sequencing data ending epi week 3
(ending 21 Jan 2023)

Number of South African genomes deposited on GISAID, by specimen collection weekg 2023
Currently in epi week 4 (ending 28
Jan 2023)
2023 genomes: 183

(N=48 657%)
Genomes added since last report: 77
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2020 Epidemiological week 2021 2022
*This represents the cleaned, dkiplicated dataset of uniqullational and Pneumonia Surveillaneequences. This dataset will be used for all further figures.

Total genomes: 48 657

2020 genomes: 6 790
000- 2021 genomes: 26 432
2022 genomes: 15 252
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GISAID genomes vs total cases, 2QZ023 (N=48 657)

Provincial breakdown of genomes deposited into GISAID
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Number and percentage of clades lepiweekin South Africa, 2022023 (15 364%*)
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Detection Rates: Beta, Delta, C.1.2, recombinants, and Omicro
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Total sequences . e 2756 6931 2832 1232 1514 2524 503 333 821 646 261 183
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Prevalence of Variants of Concern (VOC) and Variants of Interest (VOI) it
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South Africa, 2022023, n = 15 392*

South Africa number of genomes, cases, and PTP per epiweek (N=15392)
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*Excludes sequences missing collection dates. Lineages of particular interest (mainly WHO Omicron subvariants undegyaoaisefarate from the main clade groupings.
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Eastern Cape Province, 20223, n = 724

Genomes added since last report: 14*

EC number of genomes, cases, and PTP per epiweek (N=724)
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*May include genomes from 2020 and 2021 which are not pictured here and are not included in the slide total.



Free State Province, 2022023, n = 498

Genomes added since last report: 0*

FS number of genomes, cases, and PTP per epiweek (N=498)
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*May include genomes from 2020 and 2021 which are not pictured here and are not included in the slide total.



Clade key (bar graph)

Gauteng Province, 2022023, n = 4752

Genomes added since last report: 25*

GP number of genomes, cases, and PTP per epiweek (N=4752)
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KwaZuluNatal Province, 2022023, n = 1561

Genomes added since last repdrt:

KZN number of genomes, cases, and PTP per epiweek (N=1561)
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*May include genomes from 2020 and 2021 which are not pictured here and are not included in the slide total.



Limpopo Province, 2022023, n = 894

Genomes added since last repdrt:

LP number of genomes, cases, and PTP per epiweek (N=894)
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Mpumalanga Province, 2022023, n = 1372

Genomes added since last report: 1*

MP number of genomes, cases, and PTP per epiweek (N=1372)
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*May include genomes from 2020 and 2021 which are not pictured here and are not included in the slide total.



Northern Cape Province, 2022023, n =512

Genomes added since last report: 16*

NC number of genomes, cases, and PTP per epiweek (N=512)
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*May include genomes from 2020 and 2021 which are not pictured here and are not included in the slide total.



North West Province, 2022023, n = 628

Genomes added since last report: 0*

NW number of genomes, cases, and PTP per epiweek (N=628)
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*May include genomes from 2020 and 2021 which are not pictured here and are not included in the slide total.



Western Cape Province, 202023, n = 4444

Genomes added since last rep@t*

WC number of genomes, cases, and PTP per epiweek (N=4444)
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*May include genomes from 2020 and 2021 which are not pictured here and are not included in the slide total.



