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The genomic data presented here are based on South African
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Sequencing data ending epi week 5
(ending 4 Feb 2023)

Currently in epi week 6 (ending 11

Total genomes: 49 342 Feb 2023)

2020 genomes: 6 790
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2021 genomes: 26 432
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Number of South African genomes deposited on GISAID, by specimen collection weekg 2023
1500~ (N=49 342%*)
2023 genomes: 800

Genomes added since last report: 311
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GISAID genomes vs total cases, 2Q2023 (N=49 342)

Provincial breakdown of genomes deposited into GISAID
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epiweeks in 2022 — 2023
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Detection Rates: Beta, Delta, C.1.2, recombinants, and Omicro
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South Africa, 2022023, n = 16 077*

South Africa number of genomes, cases, and PTP per epiweek (N=16077)
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Eastern Cape Province, 202923, n = 812

Genomes added since last report: 2*

EC number of genomes, cases, and PTP per epiweek (N=812)
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Free State Province, 2022023, n = 523

Genomes added since last report: 20*

FS number of genomes, cases, and PTP per epiweek (N=523)
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Gauteng Province, 2022023, n 4844

Genomes added since last repai*

GP number of genomes, cases, and PTP per epiweek (N=4844)
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KwaZuluNatal Province, 2022023, n =1867

Genomes added since last repdT:7*

KZN number of genomes, cases, and PTP per epiweek (N=1867)
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Limpopo Province, 2022023, n = 899

Genomes added since last report: 2*

LP number of genomes, cases, and PTP per epiweek (N=899)

200 4000
180 A - 3500
o 160 1
c - 3000 @
5 140 1 b4
5 120 1 2500 §
o ks
% 100 A1 - 2000 5
g 801 - 1500 £
E 60 - =4
=) - 1000 Z
Z 40 A
20 A || - 500
0 ——————————_—— T 0
1 2 3 456 7 8 9101112131415161718192021222324252627282930313233343536373839404142434445464748495051521 2 3 4 5 6
Epiweek
LP percentage of genomes, number of cases, and PTP per epiweek (N=899)
100 A 4000
- 3500
80 A
E 3000 o
o w
& 601 2500 §
o )
b - 2000
@
- 4 - | o
c 40 1500 g
5 1000 5
] L
o 20 -
Ll - 500
0 = I 1 —— — - ‘ 1 I I I l 1 — = = T T T — = T T T — — L T T T T T T T T T 0
1 2 3 456 7 8 9101112131415161718192021222324252627282930313233343536373839404142434445464748495051521 2 3 4 5 6
Epiweek
Clade key (bar graph)
B Omicron (22F/XBB.1.5) mam XBF [ Omicron (21K/BA.1.%) Omicron (21L/BA.2.3.20) EEE Omicron (22D/CH.1.1.%) Bl Omicron (22A/BA.4.6.%) Omicron (22B/BA.5.9) EEE Omicron (22E/BQ.1.*) Alpha (201, V1) B C.1.2 (20D)
[0 Omicron (22F/XBB.*) XAS B Omicron (21L/BA.2.*) BEE Omicron (22C/BA.2.12.1) Omicron (21M/BA.3) B Omicron (22B/BA.5.*) Omicron (22B/CL.1) Omicron (22B/BE.7) B Beta (20H, V2) s 20B
. XAY XAZ Omicron (21L/CM.4) W Omicron (22D/BA.2.75) Omicron (22A/BA.4.*) B Omicron (22B/BF.7.*) W Omicron (22B/BE.1.1.1) W Omicron (22B/BE.8) W Delta (21A, 211, 21)) unassigned
m XBA XT - Cases
Weekly percentage testing positive key (line graph)
— =5 — G -10 — 11-20 - +21-30 === 31 - 40 = 41 -50 — 51 -55

NGS-SA

Network for Genomic
Surveillance in South Africa

*May include genomes from 2020 and 2021 which are not pictured here and are not included in the slide total.



Mpumalanga Province, 2022023, n = 1388

Genomes added since last report: 12*

MP number of genomes, cases, and PTP per epiweek (N=1388)

2500
0 - 2000
]
!
5 1500 O
2 =)
D —
B L 1000 2
! €
E 2
= - 500
— T 0
123456 7 8 9101112131415161718192021222324252627282930313233343536373839404142434445464748495051521 2 3 4 5 6
Epiweek
MP percentage of genomes, number of cases, and PTP per epiweek (N=1388)
100 A l 2500
» 80 - ' - 2000
Q wn
£ ]
o ®
5 60 - - 1500 ©
. s
o )
€ 40 1 - 1000 2
g 5
o =
& 20- | | | [ 500
0 - I I I I l e ————— = - - . - — - e w 0
1 2 3 456 7 8 9101112131415161718192021222324252627282930313233343536373839404142434445464748495051521 2 3 4 5 6
Epiweek
Clade key (bar graph)
B Omicron (22F/XBB.1.5) mam XBF [ Omicron (21K/BA.1.%) Omicron (21L/BA.2.3.20) EEE Omicron (22D/CH.1.1.%) Bl Omicron (22A/BA.4.6.%) Omicron (22B/BA.5.9) EEE Omicron (22E/BQ.1.*) Alpha (201, V1) B C.1.2 (20D)
8 Omicron (22F/XBB.*) XAS B Omicron (21L/BA.2.*) BN Omicron (22C/BA.2.12.1) Omicron (21M/BA.3) W Omicron (22B/BA.5.%) Omicron (22B/CL.1) Omicron (22B/BE.7) B Beta (20H, V2) s 20B
. XAY XAZ Omicron (21L/CM.4) W Omicron (22D/BA.2.75) Omicron (22A/BA.4.*) B Omicron (22B/BF.7.*) W Omicron (22B/BE.1.1.1) W Omicron (22B/BE.8) W Delta (21A, 211, 21)) unassigned
m XBA XT - Cases

Weekly percentage testing positive key (line graph)
— <5 e 6-10 = 11-20 == 21-30 == 31-40 == 41-50 == 51-55

NGS-SA

Network for Genomic
Surveillance in South Africa

*May include genomes from 2020 and 2021 which are not pictured here and are not included in the slide total.



Northern Cape Province, 2022023, n =516

Genomes added since last report: 4*

NC number of genomes, cases, and PTP per epiweek (N=516)
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North West Province, 2022023, n = 630

Genomes added since last report: 0*

NW number of genomes, cases, and PTP per epiweek (N=630)

80 2000
70 A
@
£ 60 - - 1500 @
o w
S 50 1 s
o ks
%5 40 1 - 1000 5
£ 30+ £
£ z
g 20 A - 500
10 A
e e S— s
0- e e e e S A N T S e S e A R A S e B S 0
1 2 3 456 7 8 9101112131415161718192021222324252627282930313233343536373839404142434445464748495051521 2 3 4 5 6
Epiweek
NW percentage of genomes, number of cases, and PTP per epiweek (N=630)
100 A 2000
80 A
& L 1500 o
£ [ ]
) @
g 60 -
o )
e - 1000
o )
€ 40 A Q
:
—_
] 500 <
8 20 A |
0 I I I . . T T T T T T T T T T T T T T T T T T T T T T T 0
1 2 3 456 7 8 9101112131415161718192021222324252627282930313233343536373839404142434445464748495051521 2 3 4 5
Epiweek
Clade key (bar graph)
B Omicron (22F/XBB.1.5) mam XBF [ Omicron (21K/BA.1.%) Omicron (21L/BA.2.3.20) EEE Omicron (22D/CH.1.1.%) Bl Omicron (22A/BA.4.6.%) Omicron (22B/BA.5.9) EEE Omicron (22E/BQ.1.*) Alpha (201, V1) B C.1.2 (20D)
[0 Omicron (22F/XBB.*) XAS B Omicron (21L/BA.2.*) BN Omicron (22C/BA.2.12.1) Omicron (21M/BA.3) W Omicron (22B/BA.5.%) Omicron (22B/CL.1) Omicron (22B/BE.7) B Beta (20H, V2) m 20B
. XAY XAZ Omicron (21L/CM.4) W Omicron (22D/BA.2.75) Omicron (22A/BA.4.*) B Omicron (22B/BF.7.*) W Omicron (22B/BE.1.1.1) W Omicron (22B/BE.8) W Delta (21A, 211, 21)) unassigned

. XBA XT — Cases
Weekly percentage testing positive key (line graph)

— <5 == 6-10 = 11-20 <~ 21-30 === 31-40 = 41-50 == 51-55 s NGS_SA

Network for Genomic
Surveillance in South Africa

*May include genomes from 2020 and 2021 which are not pictured here and are not included in the slide total.



Western Cape Province, 202023, n 4591

Genomes added since last rep&d*

WC number of genomes, cases, and PTP per epiweek (N=4591)
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Summary

A Sequencing update

A Eastern Cape, Gauteng, KwaZhNlatal, Mpumalangahe NorthernCape andhe WesternCape have
sequences for December 2022. All provinces have sequences for Ja0dary

A Variant of Concern Omicron in South Africa

A Omicron continued to dominate in November (99%), December (99%) and makes up 99% of Januar
seguences

A BQ.1 and suftineages increased in prevalence in October (6%), November (18%) and December (46
and are currently the dominant Omicron lineage in January (58%)

A XBB.1.5 has been detected in December 2022 (n=2, 1%) and January 2023 (n=77, 10%)

A (n=5 in the Eastern Cape, n=1 in the Free State, n=8 in Gauteng, n=6 in KMaAUln=1 in Limpopo, n=1 in the Northern
Cape, anah=57in the Western Cape)

A BA.2.75.* has been detected in July through January at a low prevalence (<4%)



