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The genomic data presented here are based on South African
SAR& 02 sequence data downloaded from GISAID
(www.gisaid.orgjon 31 March 2023 at 08h43

Data licensehttps://www.qisaid.org/reqgistration/termsof-use/
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Number of South African genomes deposited on GISAID, by specimen collection weekg ZWA3
(N=51 126%)
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Sequencing data ending epi week 11
(ending 18 Mar 2023)

Currently in epi week 13 (ending 1

Total genomes: 51 126 Apr 2023)

2020 genomes: 6 795
100- 2021 genomes: 26 439
2022 genomes: 15 356
2023 genomes: 2 536
Genomes added since last report: 393
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*This represents the cleaned, d@kiplicated dataset of uniqudational and Pneumonia Surveillaneequences. This dataset will be used for all further figures.
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GISAID genomes vs total cases, 2Q2D23 (N=51 126)

Provincial breakdown of genomes deposited into GISAID
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Number and percentage of clades lepiweekin South Africa, 20222023 (17 849%*)
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epiweeks in 2022 - 2023

B 2

Alpha (201, V1)

" Beta (20H, v2)

B Detta (214, 211, 219)

~ Omicron (21K/BA.1)

[ Omicron (21L/BA2%)
Omicron (21M/BA.3)

Omicron (224BA45)  Sequencing data
[ omicron (228BA5.) ending epi week 11
[ omicron (220/BA2.12.1) (ending 18 Mar 2023)

Omicron (22E/BQ.1.7)

Omicron (22F/XBB.*)
[ Omicron (23A/XBB.1.5)
Bl omicron (220/8A.2.75)

. C.1.2 (20D)
. XAY
. XBF

recombinant

B 2

Alpha (201, V1)
| Beta (20H, V2)
B oeita (21A, 211, 219)
~ Omicron (21K/BA.1)
[ omicron (21LBA2.")
Omicron (21M/BA.3)
Omicron (22A/BA.4.%)
[ omicron (228BA5.)
[ omicron (22¢/BA2.12.1)
. Omicron (22E/BQ.1.7)
Omicron (22F/XBB.*)
[ Omicron (23A/XBB.1.5)
Bl omicron (220/8A.2.75)

. C1.2 (20D)
. XAY
H

XBF

Currently in epi week
13 (ending 1 Apr 2023

*Excludes sequences
missing collection dates
as well as those collect
January fand 2d 2021
as they are part of
epiweek53 of 2020.

NGS-SA

Network for Genomic
Surveillance in South Africa




Detection Rates: Beta, Delta, C.1.2, recombinants, and Omicro

75

50

Percentage

25 25

| A | P || i Al sl kL miklkgﬂ_ﬂ#]ﬂfﬂ]l

0

Total seqguences -=1est 2756 6938 2832 1232 1515 2555 2846 1065 504 337 684 827 693 266 1202 177 157
Month Oct-21 Nov-21 Dec-21 Jan-22 Feb-22 Mar-22 Apr-22 May-22 Jun-22 Jul-22 Aug-22 Sep-22 Oct-22 Nov-22 Dec-22 Jan-23 Feb-23 Mar-23
. Beta . C1.2 Omicron Omicron Omicron Omicron Omicron
o (21L/BA.2.%) (22A/BA.4) (22C/BA.2.12.1) (22E/BQ.1.%) (23A/XBB.1.5)
Omicron Omicron Omicron Omicron i ) 3
Delta Omicron 4 ;
L] (21K/BA.1%) (21M/BA.3) (22B/BA.5) (22D/BA.2.75.%) Bl xav (22F/XBB. N GS—S A

Network for Genomic
% Surveillance in South Africa
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Prevalence of Variants of Concern (VOC) and Variants of Interest (VOI) ii
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South Africa, 2022023, n = 17 849*
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South Africa number of genomes, cases, and PTP per epiweek (N=17849)
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Eastern Cape Province, 202923, n = 930

Genomes added since last report: 8*
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Free State Province, 2022023, n = 569

Genomes added since last rep@t:

FS number of genomes, cases, and PTP per epiweek (N=569)
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*May include genomes from 2020 and 2021 which are not pictured here and are not included in the slide total.



Gauteng Province, 2022023, n = 5126

Genomes added since last repdr25*

GP number of genomes, cases, and PTP per epiweek (N=5126)
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*May include genomes from 2020 and 2021 which are not pictured here and are not included in the slide total.



KwaZuluNatal Province, 2022023, n = 2007

Genomes added since last report: 11*

KZN number of genomes, cases, and PTP per epiweek (N=2007)
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*May include genomes from 2020 and 2021 which are not pictured here and are not included in the slide total.



Limpopo Province, 2022023, n = 917

Genomes added since last report: 1*

LP number of genomes, cases, and PTP per epiweek (N=917)
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Mpumalanga Province, 2022023, n = 1422

Genomes added since last report: 5*

MP number of genomes, cases, and PTP per epiweek (N=1422)
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Northern Cape Province, 2022023, n = 582

Genomes added since last report: 18*
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Weekly percentage testing positive key (line graph)
m— =5 e 5-10 = ]1]1-20 21-30 === 31-40 == 4]1-50 == 5]1-55

ENGS-SA

Network for Genomic
Surveillance in South Africa

*May include genomes from 2020 and 2021 which are not pictured here and are not included in the slide total.



North West Province, 2022023, n = 657

Genomes added since last report: 9*

NW number of genomes, cases, and PTP per epiweek (N=657)
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ENGS-SA

Network for Genomic
Surveillance in South Africa

*May include genomes from 2020 and 2021 which are not pictured here and are not included in the slide total.



