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The genomic data presented here are based on South African
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(www.gisaid.orgjon 15 June 2023 at 08h26
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Number of South African genomes deposited on GISAID, by specimen collection weekg 2023
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*This represents the cleaned, diiplicated dataset of uniquBlational and Pneumonia Surveillanszquences. This dataset will be used for all further figures
** Province was unknown for 14 sequences



GISAID genomes vs total cases, 2Q2023 (N= 52 097)

Provincial breakdown of genomes deposited into GISAID
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Number and percentage of clades lepiweekin South Africa, 20222023 (18 816%*)
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Detection Rates: Omicron and recombinants
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Month

Jan-22

Omicron
(21K/BA.1.%)

Omicron
(21L/BA.2.%)

1232

Feb-22

1515 2557 2850 1067 505 337 695 839 714 280
Mar-22 Apr-22 May-22 Jun-22 Jul-22 Aug-22 Sep-22 Oct-22 Nov-22 Dec-22
Omicron Omicron Omicron
(21M/BA.3) (22D/BA.2.75.%) (22B/BA.5) - XAY
Omicron Omicron Omicron Omicron
(22F/XBB.*)

(22A/BA.4) (22E/BQ.1.%)

(22C/BA.2.12.1)

*Bars represent percentage prevalence of variant for the month; total number sequences collected for the month are giwehdblar
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Prevalence of Variants of Concern (VOC) and Variants of Interest (VOI) it
Mar (N=693) Mar C May 2023 May (N=94)

_Omicron (22B/BE.8) (n=1, 0.14%) Omicron (22E/BQ.1.*) (n=1, 19)Omicron (22B/BA.5.%) (n=3, 3%)
omicron ot 8 B AN 25e, 1"Bmicron (22B/BE.7) (n=1, 0.14%) Omicron (22F/XBB.*) (n=2, 2%)

Omicron (21K/BA.1.%) (n=3, 0.43% ; _
o (22F/x)B|(3.1.9.1) (n:60), 9%) Omicron (23B/XBB.1.16) (n=7, /g

Omicron (22D/CH.1.1.*) (n=4, 1%)

Omicron (22D/BA.2.75) (n=1, 0.15%) Apr (N — 163)

Omicron (22F/XBB.*) (n=38, 5%)
Omicron (23B/XBB.1.16)

] (n=3, 0.43%)
Recombinant (n=1, 0.14%)

Omicron (23A/XBB.1.5)

(n=134, 82%) Omicron (23A/XBB.1.5)

Omicron (23A/XBB.1.5) (n=67, 71%)
n=67, 71%

(N=541, 78%)

: : Total Omicron inMay: 94 (100%)
Total Omicron in March: 692 (99.9%)

Omicron (23B/XBB.1.16) (n=4, 2%)

Omicron (22F/XBB.*) (n=3, 2%)
XBF (n=1, 1%)

Omicron (22F/XBB.1.9.1) (n=12, 79
Omicron (22B/BA.5.*%) (n=3, 2%)
Omicron (22E/BQ.1.*) (n=6, 4%)

Clade key (bar graph) Total Omicron in April: 162 (99.4%)

Il XAY Hl Omicron (23B/XBB.1.16) Omicron (22F/XBB.*) B Omicron (22C/BA.2.12.1) Omicron (21M/BA.3) B Omicron (22B/BE.8) Alpha (201, V1) Il C.1.2(20D)
. XBF B Omicron (23A/XBB.1.5) 0 Omicron (21K/BA.1.%) Bl Omicron (22D/BA.2.75) Omicron (22A/BA.4.%) B Omicron (22B/BA.5.*) I Beta (20H, V2) B 20B
recombinant [ Omicron (22F/XBB.1.9.1) B Omicron (21L/BA.2.*) EEl Omicron (22D/CH.1.1.%) Omicron (22B/BE.7) B Omicron (22E/BQ.1.%) Bl Delta (21A, 211, 21)) unassigned

Note: XBF is an Omicrd&dmicron recombinant and so is counted in the total number of Omicrons.



South Africa, 2022023, n = 18 816*

South Africa (N=18816)

Number of genomes
wu
(=]
o
1

T 1r 1 1 1 1. 1. 1 1 1T 11T
1234567 8 9101112131415161718192021222324252627282930313233343536373839404142434445464748495051521 2 3 4 5 6 7 8 9101112131415161718192021222324
Epiweek

¢ 807 II

S

g ]

Q 60 A

()]

S

£ 40 =

j

v

@

& 20 A II
0- UM B B B BN B S RN B R R R B B S B R B R B B R

123456 7 8 9101112131415161718192021222324252627282930313233343536373839404142434445464748495051521 2 3 4 5 6 7 8 9101112131415161718192021222324

Clade key (bar graph)

Epiweek

E XAY EEE Omicron (23B/XBB.1.16) Omicron (22F/XBB.*) B Omicron (22C/BA.2.12.1) Omicron (21M/BA.3) B Omicron (22B/BE.8) Alpha (201, V1) Em C.1.2 (20D)
B XBF B Omicron (23A/XBB.1.5) W Omicron (21K/BA.1.%) EEl Omicron (22D/BA.2.75) Omicron (22A/BA.4.%) B Omicron (22B/BA.5.%) I Beta (20H, V2) s 20B
recombinant W Omicron (22F/XBB.1.9.1) s Omicron (21L/BA.2.*%) EEE Omicron (22D/CH.1.1.*%) Omicron (22B/BE.7) W Omicron (22E/BQ.1.%) Em Delta (21A, 211, 21)) unassigned

*Excludes sequences missing collection dates. Lineages of particular interest (mainly WHO Omicron subvariants undegyaoeisgfrarate from the main clade groupings.
#Recombinants include all recombinant lineages (viruses consisting of segments of two different lineages) detected imi&Goathaf levels. Currently it consists of XT, XAS, XAZ, XBA, X BF# &

......
xxxxxxxxxxx
XX KXR R EK XK
SeRassnane
.........

NGS-SA

Network for Genomic
Surveillance in South Africa

:::::::::
........



Eastern Cape Province, 202923, n = 951

Genomes added since last report: 0*
EC (N=951)
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*May include genomes from 2020 and 2021 which are not pictured here and are not included in the slide total.



Free State Province, 2022023, n = 610

Genomes added since last report: 17*
FS (N=610)
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*May include genomes from 2020 and 2021 which are not pictured here and are not included in the slide total.



Gauteng Province, 2022023, n = 5489

Genomes added since last report: 73*
GP (N=5489)
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*May include genomes from 2020 and 2021 which are not pictured here and are not included in the slide total.



KwaZuluNatal Province, 2022023, n = 2107

Genomes added since last rep@e*
KZN (N=2107)
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*May include genomes from 2020 and 2021 which are not pictured here and are not included in the slide total.



Limpopo Province, 2022023, n = 928

Genomes added since last report: 1*
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*May include genomes from 2020 and 2021 which are not pictured here and are not included in the slide total.



Mpumalanga Province, 2022023, n = 1443

Genomes added since last report: 5*

MP (N=1443)
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*May include genomes from 2020 and 2021 which are not pictured here and are not included in the slide total.



Northern Cape Province, 2022023, n = 582

Genomes added since last repdh:

NC (N=582)
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*May include genomes from 2020 and 2021 which are not pictured here and are not included in the slide total.
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North West Province, 2022023, n =693

Genomes added since last report: 10*
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*May include genomes from 2020 and 2021 which are not pictured here and are not included in the slide total.
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Western Cape Province, 202023, n = 5992

Genomes added since last repait:
WC (N=5992)
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*May include genomes from 2020 and 2021 which are not pictured here and are not included in the slide total.



Summary

A Sequencing update

A All provinces have sequences fdarch 2023except the Northern Cape. April sequence data are from
seven provinces (excludingmpopoand the Northern Capeand May sequence data are from all
provinces except fathe NorthernCape andhe Eastern Cape

A Variant of Concern Omicron in South Africa
A Omicron continued to dominate ilarch(99.9%), April99.4%) and May (100%)

A XBB.1.5vas the dominant lineage iMarch(78%) and April (82), and continued to be dominaint
May (726)

A XBB.1.16 has been detected at a low prevalendéarch (<1%)April (2%) andViay (7%)
A XBB.1.9.1 was detected in sequences from March (9%), April (7%) and May (15%)




Spike protein mutation* profile of Variants of Interest and Concern
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Spik
A Multiple changes within the two immunogenic regions in S1 (NTD and RBD)
A Including a three amino acid insertion
A Accumulation of mutations surrounding tfierin cleavage site
A Including combination of N679K and P681H
A Effect of most spike S2 subunit changes have not been defined, but may be linked to immune escape
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» Surveillance in South Africa

*Only mutations present in Omicron, Delta, or recombinant sequences are pictured
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